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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGCCCCTTCGCTCTCGCCCGGGCCCGCCGCCCTGCG

CCGCGCGCCGCAGCTGCTGCTGCTGCTGCTGGCCGCGGAGTGCGCGCTTGCCGCGCTGTTGCCGGCGCGCGAGGCCACGCAGTTCCTGCGGCCCAGGCAG

CGCCGCGCCTTTCAGGTCTTCGAGGAGGCCAAGCAGGGCCACCTGGAGAGGGAGTGCGTGGAGGAGCTGTGCAGCCGCGAGGAGGCGCGGGAGGTGTTCG

AGAACGACCCCGAGACGGATTATTTTTACCCAAGATACTTAGACTGCATCAACAAGTATGGGTCTCCGTACACCAAAAACTCAGGCTTCGCCACCTGCGT

GCAAAACCTGCCTGACCAGTGCACGCCCAACCCCTGCGATAGGAAGGGGACCCAAGCCTGCCAGGACCTCATGGGCAACTTCTTCTGCCTGTGTAAAGCT

GGCTGGGGGGGCCGGCTCTGCGACAAAGATGTCAACGAATGCAGCCAGGAGAACGGGGGCTGCCTCCAGATCTGCCACAACAAGCCGGGTAGCTTCCACT

GTTCCTGCCACAGCGGCTTCGAGCTCTCCTCTGATGGCAGGACCTGCCAAGACATAGACGAGTGCGCAGACTCGGAGGCCTGCGGGGAGGCGCGCTGCAA

GAACCTGCCCGGCTCCTACTCCTGCCTCTGTGACGAGGGCTTTGCGTACAGCTCCCAGGAGAAGGCTTGCCGAGATGTGGACGAGTGTCTGCAGGGCCGC

TGTGAGCAGGTCTGCGTGAACTCCCCAGGGAGCTACACCTGCCACTGTGACGGGCGTGGGGGCCTCAAGCTGTCCCAGGACATGGACACCTGTGAGGACA

TCTTGCCGTGCGTGCCCTTCAGCGTGGCCAAGAGTGTGAAGTCCTTGTACCTGGGCCGGATGTTCAGTGGGACCCCCGTGATCCGACTGCGCTTCAAGAG

GCTGCAGCCCACCAGGCTGGTAGCTGAGTTTGACTTCCGGACCTTTGACCCCGAGGGCATCCTCCTCTTTGCCGGAGGCCACCAGGACAGCACCTGGATC

GTGCTGGCCCTGAGAGCCGGCCGGCTGGAGCTGCAGCTGCGCTACAACGGTGTCGGCCGTGTCACCAGCAGCGGCCCGGTCATCAACCATGGCATGTGGC

AGACAATCTCTGTTGAGGAGCTGGCGCGGAATCTGGTCATCAAGGTCAACAGGGATGCTGTCATGAAAATCGCGGTGGCCGGGGACTTGTTCCAACCGGA

GCGAGGACTGTATCATCTGAACCTGACCGTGGGAGGTATTCCCTTCCATGAGAAGGACCTCGTGCAGCCTATAAACCCTCGTCTGGATGGCTGCATGAGG

AGCTGGAACTGGCTGAACGGAGAAGACACCACCATCCAGGAAACGGTGAAAGTGAACACGAGGATGCAGTGCTTCTCGGTGACGGAGAGAGGCTCTTTCT

ACCCCGGGAGCGGCTTCGCCTTCTACAGCCTGGACTACATGCGGACCCCTCTGGACGTCGGGACTGAATCAACCTGGGAAGTAGAAGTCGTGGCTCACAT

CCGCCCAGCCGCAGACACAGGCGTGCTGTTTGCGCTCTGGGCCCCCGACCTCCGTGCCGTGCCTCTCTCTGTGGCACTGGTAGACTATCACTCCACGAAG

AAACTCAAGAAGCAGCTGGTGGTCCTGGCCGTGGAGCATACGGCCTTGGCCCTAATGGAGATCAAGGTCTGCGACGGCCAAGAGCACGTGGTCACCGTCT

CGCTGAGGGACGGTGAGGCCACCCTGGAGGTGGACGGCACCAGGGGCCAGAGCGAGGTGAGCACCGCGCAGCTGCAGGAGAGGCTGGCCGTGCTCGAGAG

 M   A   P   S   L   S   P   G   P   A   A   L   R

  R   A   P   Q   L   L   L   L   L   L   A   A   E   C   A   L   A   A   L   L   P   A   R   E   A   T   Q   F   L   R   P   R   Q  

 R   R   A   F   Q   V   F   E   E   A   K   Q   G   H   L   E   R   E   C   V   E   E   L   C   S   R   E   E   A   R   E   V   F   

E   N   D   P   E   T   D   Y   F   Y   P   R   Y   L   D   C   I   N   K   Y   G   S   P   Y   T   K   N   S   G   F   A   T   C   V

  Q   N   L   P   D   Q   C   T   P   N   P   C   D   R   K   G   T   Q   A   C   Q   D   L   M   G   N   F   F   C   L   C   K   A  

 G   W   G   G   R   L   C   D   K   D   V   N   E   C   S   Q   E   N   G   G   C   L   Q   I   C   H   N   K   P   G   S   F   H   

C   S   C   H   S   G   F   E   L   S   S   D   G   R   T   C   Q   D   I   D   E   C   A   D   S   E   A   C   G   E   A   R   C   K

  N   L   P   G   S   Y   S   C   L   C   D   E   G   F   A   Y   S   S   Q   E   K   A   C   R   D   V   D   E   C   L   Q   G   R  

 C   E   Q   V   C   V   N   S   P   G   S   Y   T   C   H   C   D   G   R   G   G   L   K   L   S   Q   D   M   D   T   C   E   D   

I   L   P   C   V   P   F   S   V   A   K   S   V   K   S   L   Y   L   G   R   M   F   S   G   T   P   V   I   R   L   R   F   K   R

  L   Q   P   T   R   L   V   A   E   F   D   F   R   T   F   D   P   E   G   I   L   L   F   A   G   G   H   Q   D   S   T   W   I  

 V   L   A   L   R   A   G   R   L   E   L   Q   L   R   Y   N   G   V   G   R   V   T   S   S   G   P   V   I   N   H   G   M   W   

Q   T   I   S   V   E   E   L   A   R   N   L   V   I   K   V   N   R   D   A   V   M   K   I   A   V   A   G   D   L   F   Q   P   E

  R   G   L   Y   H   L   N   L   T   V   G   G   I   P   F   H   E   K   D   L   V   Q   P   I   N   P   R   L   D   G   C   M   R  

 S   W   N   W   L   N   G   E   D   T   T   I   Q   E   T   V   K   V   N   T   R   M   Q   C   F   S   V   T   E   R   G   S   F   

Y   P   G   S   G   F   A   F   Y   S   L   D   Y   M   R   T   P   L   D   V   G   T   E   S   T   W   E   V   E   V   V   A   H   I

  R   P   A   A   D   T   G   V   L   F   A   L   W   A   P   D   L   R   A   V   P   L   S   V   A   L   V   D   Y   H   S   T   K  

 K   L   K   K   Q   L   V   V   L   A   V   E   H   T   A   L   A   L   M   E   I   K   V   C   D   G   Q   E   H   V   V   T   V   

S   L   R   D   G   E   A   T   L   E   V   D   G   T   R   G   Q   S   E   V   S   T   A   Q   L   Q   E   R   L   A   V   L   E   R

  H   L   R   S   P   V   L   T   F   A   G   G   L   P   D   V   P   V   T   S   A   P   V   T   A   F   Y   R   G   C   M   T   L  

 E   V   N   R   R   L   L   D   L   D   E   A   A   Y   K   H   S   D   I   T   A   H   S   C   P   P   V   E   P   A   A   A   •  
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GCACCTGCGGAGCCCCGTGCTCACCTTTGCTGGCGGCCTGCCAGATGTGCCGGTGACTTCAGCGCCAGTCACCGCGTTCTACCGCGGCTGCATGACACTG

GAGGTCAACCGGAGGCTGCTGGACCTGGACGAGGCGGCGTACAAGCACAGCGACATCACGGCCCACTCCTGCCCCCCCGTGGAGCCCGCCGCAGCCTAGG

CCCCCACGGGACGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAA

TTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGT

GTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTT

GAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGAT

ATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAA

TTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTA

GGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGT

TTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATG

GATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAG

CACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTC

CTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTC

GTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTT

ATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACA

AACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGT

AATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACG

TCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTA

TTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCC

TGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTG

ACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTC

TCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCG

GTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGG

TAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAA

CTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACC

ACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACG

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T  

 K   V   L   K   G   N   M   E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   

S   R   D   V   E   D   S   Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A

  C   V   T   V   R   G   I   Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D  

 E   Y   L   M   T   I   K   E   T   A   V   E   V   L   E   L   D   Q   Q   S   I   N   F   T   K   M  

 M   A   P   S   L   S   P   G   P   A   A   L   R

  R   A   P   Q   L   L   L   L   L   L   A   A   E   C   A   L   A   A   L   L   P   A   R   E   A   T   Q   F   L   R   P   R   Q  

 R   R   A   F   Q   V   F   E   E   A   K   Q   G   H   L   E   R   E   C   V   E   E   L   C   S   R   E   E   A   R   E   V   F   

E   N   D   P   E   T   D   Y   F   Y   P   R   Y   L   D   C   I   N   K   Y   G   S   P   Y   T   K   N   S   G   F   A   T   C   V

  Q   N   L   P   D   Q   C   T   P   N   P   C   D   R   K   G   T   Q   A   C   Q   D   L   M   G   N   F   F   C   L   C   K   A  

 G   W   G   G   R   L   C   D   K   D   V   N   E   C   S   Q   E   N   G   G   C   L   Q   I   C   H   N   K   P   G   S   F   H   

C   S   C   H   S   G   F   E   L   S   S   D   G   R   T   C   Q   D   I   D   E   C   A   D   S   E   A   C   G   E   A   R   C   K

  N   L   P   G   S   Y   S   C   L   C   D   E   G   F   A   Y   S   S   Q   E   K   A   C   R   D   V   D   E   C   L   Q   G   R  

 C   E   Q   V   C   V   N   S   P   G   S   Y   T   C   H   C   D   G   R   G   G   L   K   L   S   Q   D   M   D   T   C   E   D   

I   L   P   C   V   P   F   S   V   A   K   S   V   K   S   L   Y   L   G   R   M   F   S   G   T   P   V   I   R   L   R   F   K   R

  L   Q   P   T   R   L   V   A   E   F   D   F   R   T   F   D   P   E   G   I   L   L   F   A   G   G   H   Q   D   S   T   W   I  

 V   L   A   L   R   A   G   R   L   E   L   Q   L   R   Y   N   G   V   G   R   V   T   S   S   G   P   V   I   N   H   G   M   W   

Q   T   I   S   V   E   E   L   A   R   N   L   V   I   K   V   N   R   D   A   V   M   K   I   A   V   A   G   D   L   F   Q   P   E

  R   G   L   Y   H   L   N   L   T   V   G   G   I   P   F   H   E   K   D   L   V   Q   P   I   N   P   R   L   D   G   C   M   R  

 S   W   N   W   L   N   G   E   D   T   T   I   Q   E   T   V   K   V   N   T   R   M   Q   C   F   S   V   T   E   R   G   S   F   

Y   P   G   S   G   F   A   F   Y   S   L   D   Y   M   R   T   P   L   D   V   G   T   E   S   T   W   E   V   E   V   V   A   H   I

  R   P   A   A   D   T   G   V   L   F   A   L   W   A   P   D   L   R   A   V   P   L   S   V   A   L   V   D   Y   H   S   T   K  

 K   L   K   K   Q   L   V   V   L   A   V   E   H   T   A   L   A   L   M   E   I   K   V   C   D   G   Q   E   H   V   V   T   V   

  H   L   R   S   P   V   L   T   F   A   G   G   L   P   D   V   P   V   T   S   A   P   V   T   A   F   Y   R   G   C   M   T   L  

 E   V   N   R   R   L   L   D   L   D   E   A   A   Y   K   H   S   D   I   T   A   H   S   C   P   P   V   E   P   A   A   A   •  
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CTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACAT

CTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAA
GTGCAGGTGCCAGAACATTTCTCTATCGAA

PacI (5046) SwaI (5055) NotI (5065)
5001

5101
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