Pvul (7)

Eagl 4320) (1 (®) Mfel (82)
SNog ((2;33)) Psp14061 (203)
W HindIII (245)
Pacl (4300) \\ /Bsu361 291)
NgoMIV (441)
/ Agel (552)
Sphl (568)
Stul (582)
hEF1-HTLV prom
Xmal (682)
pPMBI1 ori Belll (713)
hFOXP3 isoform1
BspLU11I (3570)
Pacl (3560)
Sdal (3552)
hCMYV enh Mscl (1033)
NgoMIV (1061)
Ndel (3374) pUNO1-hFOXP3a
(4484 bp) Xmnl (1184)
BstBI (1191
SnaBI (3269) Sapl (1(1 94) )
BstAPI (1301)
Spel (3141) hCMV prom BstXI (1343)
Xmal (1462)
Asel (2986) BspEI (1492)
Xmnl (2920) Ncol (1514)
SV40 p(A) Bglll (1654)
Stul (2778) (h) Bglobin p(A)
BstXI (2643) Nhel (1866)
100 ; Mscl (1872)
Hpal (2004)
Sspl (2339) EcoRI (2100)

Sapl (2282)

C?) InvivoGen

17B09v40



Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp14061 (203) HindIII (245) Bsu361 (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
Agel (552) Sphl (568) Stul (582)
501 CTGAGATCACCGGTAGGAGGGCCAGCATGCCCAACCCCAGGCCTGGCAAGCCCTCG
- 1I*¥ M P N P R P G K P S
Xmal (682)

601 GCCCCTTCCTTGGCCCTTGGCCCATCCCCAGGAGCCTCGCCCAGCTGGAGGGCTGCACCCAAAGCCTCAGACCTGCTGGGGGCCCGGGGCCCAGGGGGAA
171 A P S L A L G P S PGASPSWU RAATZPIKASDTLTLTGA AT RTGTPGG
BgllI (713)
701 CCTTCCAGGGCCGAGATCTTCGAGGCGGGGCCCATGCCTCCTCTTCTTCCTTGAACCCCATGCCACCATCGCAGCTGCAGCTGCCCACACTGCCCCTAGT
44T F Q G RD L RGGAHASSSSLNTPMPPSOQLQLTPTTLTPTLYV
801 CATGGTGGCACCCTCCGGGGCACGGCTGGGCCCCTTGCCCCACTTACAGGCACTCCTCCAGGACAGGCCACATTTCATGCACCAGCTCTCAACGGTGGAT
77" MV A P SGAURULGTPLTPHTILQALTULO QD RPHT EFMHO QTLSTVD
901 GCCCACGCCCGGACCCCTGTGCTGCAGGTGCACCCCCTGGAGAGCCCAGCCATGATCAGCCTCACACCACCCACCACCGCCACTGGGGTCTTCTCCCTCA
111 A H A R T PV L Q V H P L E SPAM I SLT®PPTTATGVTF S L
Mscl (1033) NgoMIV (1061)

1001 AGGCCCGGCCTGGCCTCCCACCTGGGATCAACGTGGCCAGCCTGGAATGGGTGTCCAGGGAGCCGGCACTGCTCTGCACCTTCCCAAATCCCAGTGCACC
144K A R P G L P PG I NV A SLEWVSRTETPALTLTCTTETPNTPSATFP
BstBI (1191)

Xmnl (1184) Sapl (1194)

1101 CAGGAAGGACAGCACCCTTTCGGCTGTGCCCCAGAGCTCCTACCCACTGCTGGCAAATGGTGTCTGCAAGTGGCCCGGATGTGAGAAGGTCTTCGAAGAG
777 R K D S T L S AV PQ S S Y PLLANGVT CIKMWZ®PGT CTET KV FETE
1201 CCAGAGGACTTCCTCAAGCACTGCCAGGCGGACCATCTTCTGGATGAGAAGGGCAGGGCACAATGTCTCCTCCAGAGAGAGATGGTACAGTCTCTGGAGC
211 P E D F L K H CQADUH L LDTES KGR RAQC CTULTLO QR RTEMVYVAQSTLE

BstAPI (1301) BstXI (1343)

1301 AGCAGCTGGTGCTGGAGAAGGAGAAGCTGAGTGCCATGCAGGCCCACCTGGCTGGGAAAATGGCACTGACCAAGGCTTCATCTGTGGCATCATCCGACAA
244¥Q Q L V L E K E K L SAMOQAUHTULAGI KMATLTTI KA ASSVAS SDK

Xmal (1462) BspEI (1492)
1401 GGGCTCCTGCTGCATCGTAGCTGCTGGCAGCCAAGGCCCTGTCGTCCCAGCCTGGTCTGGCCCCCGGGAGGCCCCTGACAGCCTGTTTGCTGTCCGGAGG
277 G S C C I V AAG SQGPVVPAWSGU®PREAPDSLTFAVRHR

Neol (1514)
1501 CACCTGTGGGGTAGCCATGGAAACAGCACATTCCCAGAGTTCCTCCACAACATGGACTACTTCAAGTTCCACAACATGCGACCCCCTTTCACCTACGCCA
3 H LW G S HGN ST FPETFTLHNMDYTFKTFHNMEREPPFTYA
BgllI (1654)
1601 CGCTCATCCGCTGGGCCATCCTGGAGGCTCCAGAGAAGCAGCGGACACTCAATGAGATCTACCACTGGTTCACACGCATGTTTGCCTTCTTCAGAAACCA
344 T L | RW A | L EAPEZKG QRTILNTE I YHWT FTR RMTFEATFTFRNH
1701 TCCTGCCACCTGGAAGAACGCCATCCGCCACAACCTGAGTCTGCACAAGTGCTTTGTGCGGGTGGAGAGCGAGAAGGGGGCTGTGTGGACCGTGGATGAG
377" P A TW KNA I RHNULSTLHEKTCTFVIRVY ESTETZKTGAVWTVDE
Mscl (1872)
Nhel (1866)
1801 CTGGAGTTCCGCAAGAAACGGAGCCAGAGGCCCAGCAGGTGTTCCAACCCTACACCTGGCCCCTGAGCTAGCTGGCCAGACATGATAAGATACATTGATG
411 L E F R K K R S Q R P S R C SN PT PG P e
1901 AGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAA

Hpal (2004) Mfel (2015)
2001 ACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATG

EcoRI (2100)
2101 GAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGT
> <

Sapl (2282)
2201 TGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATG

Sspl (2339) Swal (2353)
2301 TTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAG




2401 AATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAG

2501 CTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGA
—4494 ¢« N R T Y K L P I L EE I'TTKVLKTGNMTE I LVFCDP
BstXI (2643)

2601 GCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGG
104A Y D S | L E R CM G C P SV VR I SRDVEDSYPHU RYVAV I T

Stul (2778)
2701 TGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGA
774 D F D K QGN SV ASG I A I AEACVTVURGI I YATEIHVAS
2801 GATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCC
444 | | EG T K TR I AAGVHHIEKNTDTETYTLMT I KETAVEVLE
Xmnl (2920) Asel (2986)
2901 AGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAA
04L D Q Q S I N F T K M == -
3001 CAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATG

Spel (3141)
3101 GGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGA
-

SnaBI (3269)
3201 GTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCC

Ndel (3374)
3301 CATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCA

3401 AGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCG

Pacl (3560)

Sdal (3552) BspLU11I (3570)
3501 GGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCA
-

3601 GGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCC

3701 GACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTC

3801 CCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCG

3901 TTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGAT

4001 TAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTG

4101 AAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGC

4201 GCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAG

Eagl (4320)
Pacl (4300) Swal (4309) NotlI (4319)
4301 TTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCC

4401 ATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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