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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
KasI (535) Milul (558) Sphl (566)
501 CTGAGATCACCGGCACGCGTCAGCATGCTGCTGTGGGTGATATTACTGGTCCTGGC
- 1M L LWV I L LV L A

PshALI (660)
Ncol (655) Bbsl (667)
601 TCCTGTCAGTGGACAGTTTGCAAGGACACCCAGGCCCATTATTTTCCTCCAGCCTCCATGGACCACAGTCTTCCAAGGAGAGAGAGTGACCCTCACTTGC
11 PV S G Q FA RTUPRW®P I I FLQPPWTTVFQGTET RVTILTSC
701 AAGGGATTTCGCTTCTACTCACCACAGAAAACAAAATGGTACCATCGGTACCTTGGGAAAGAAATACTAAGAGAAACCCCAGACAATATCCTTGAGGTTC
45 K G F R F Y S P Q KT KW YHI RYLGIKE 1l LRETU®PDN I L EV
ApalLl (853)
801 AGGAATCTGGAGAGTACAGATGCCAGGCCCAGGGCTCCCCTCTCAGTAGCCCTGTGCACTTGGATTTTTCTTCAGCTTCGCTGATCCTGCAAGCTCCACT
78*Q E S G E Y RC QAQG SPLSSPVHULDTFSSASTUL I LQAUPIL
901 TTCTGTGTTTGAAGGAGACTCTGTGGTTCTGAGGTGCCGGGCAAAGGCGGAAGTAACACTGAATAATACTATTTACAAGAATGATAATGTCCTGGCATTC
1112 S v F E G D SV V L RCURAKATEVTLNNT I YKNUDNV L A F
Nsil (1031)
1001 CTTAATAAAAGAACTGACTTCCATATTCCTCATGCATGTCTCAAGGACAATGGTGCATATCGCTGTACTGGATATAAGGAAAGTTGTTGCCCTGTTTCTT
145 L N K R T D FH I PHACULIKUDNGAY RT CTSGYIKESTCTCUPV S
1101 CCAATACAGTCAAAATCCAAGTCCAAGAGCCATTTACACGTCCAGTGCTGAGAGCCAGCTCCTTCCAGCCCATCAGCGGGAACCCAGTGACCCTGACCTG
178#*S N T V K 1 Q vVQ EPFTRPVLIRASS ST FQP 1 SGNUPVTLTSC
Xbal (1215) BsrBI (1234)

1201 TGAGACCCAGCTCTCTCTAGAGAGGTCAGATGTCCCGCTCCGGTTCCGCTTCTTCAGAGATGACCAGACCCTGGGATTAGGCTGGAGTCTCTCCCCGAAT
212 E T Q L S L E R SDV PLIRTFIRT FFRDDA QTULSGULGW S L S PN
1301 TTCCAGATTACTGCCATGTGGAGTAAAGATTCAGGGTTCTACTGGTGTAAGGCAGCAACAATGCCTTACAGCGTCATATCTGACAGCCCGAGATCCTGGA
245 F Q I T AMW S K D SG FYWZ CIKAATMZ®PY SV I SD S PR SW
1401 TACAGGTGCAGATCCCTGCATCTCATCCTGTCCTCACTCTCAGCCCTGAAAAGGCTCTGAATTTTGAGGGAACCAAGGTGACACTTCACTGTGAAACCCA
278 1 Q v.Q I P A S H PV LTULSUPEKALNTFEGTI KV TLHTCTETQ

Fspl (1511) BsrGI (1520)
1501 GGAAGATTCTCTGCGCACTTTGTACAGGTTTTATCATGAGGGTGTCCCCCTGAGGCACAAGTCAGTCCGCTGTGAAAGGGGAGCATCCATCAGCTTCTCA
311 E D S L R T L Y R F YH EGV P LI RHI K SV RCEI RGAS | S F S

EcoRI (1611) Kasl (1651)
1601 CTGACTACAGAGAATTCAGGGAACTACTACTGCACAGCTGACAATGGCCTTGGCGCCAAGCCCAGTAAGGCTGTGAGCCTCTCAGTCACTGTTCCCGTGT
345 L T T EN S GN Y Y CTADNGTULGAIKUPSKAV S L SV TV PV
1701 CTCATCCTGTCCTCAACCTCAGCTCTCCTGAGGACCTGATTTTTGAGGGAGCCAAGGTGACACTTCACTGTGAAGCCCAGAGAGGTTCACTCCCCATCCT
378#* S H P V L N L S S P ED L I FEGAKVTILHTCEAQRGSTUL®P I L

Mscl (1862)
1801 GTACCAGTTTCATCATGAGGATGCTGCCCTGGAGCGTAGGTCGGCCAACTCTGCAGGAGGAGTGGCCATCAGCTTCTCTCTGACTGCAGAGCATTCAGGG
411 Y Q F HH EDAALTE R RS SANISAGG GVA A I S F S LTATEWHSG
1901 AACTACTACTGCACAGCTGACAATGGCTTTGGCCCCCAGCGCAGTAAGGCGGTGAGCCTCTCCATCACTGTCCCTGTGTCTCATCCTGTCCTCACCCTCA
445 N Y Y C T ADNGFG PQURSKAV S LS I TV PV SHU®PV LTL
2001 GCTCTGCTGAGGCCCTGACTTTTGAAGGAGCCACTGTGACACTTCACTGTGAAGTCCAGAGAGGTTCCCCACAAATCCTATACCAGTTTTATCATGAGGA
478*S S A E A L T F EG A T V T LHCEVQRGS?PQ I L YQFYHTESTSD
2101 CATGCCCCTGTGGAGCAGCTCAACACCCTCTGTGGGAAGAGTGTCCTTCAGCTTCTCTCTGACTGAAGGACATTCAGGGAATTACTACTGCACAGCTGAC
511 M P LW S S S TP SV G RV SF S F SLTEGHSGNYYTCTATD
2201 AATGGCTTTGGTCCCCAGCGCAGTGAAGTGGTGAGCCTTTTTGTCACTGTTCCAGTGTCTCGCCCCATCCTCACCCTCAGGGTTCCCAGGGCCCAGGCTG
545 N G F G P Q RS EVV SLFV TV PV SRZP I LTULZ RV PR RAQA
2301 TGGTGGGGGACCTGCTGGAGCTTCACTGTGAGGCCCCGAGAGGCTCTCCCCCAATCCTGTACTGGTTTTATCATGAGGATGTCACCCTGGGGAGCAGCTC
578*Vv Vv G D L L E L HCEAPWIRGSU®P®P I L YWFYHTEDJVTTLSGS SS
HindIII (2417)

2401 AGCCCCCTCTGGAGGAGAAGCTTCTTTCAACCTCTCTCTGACTGCAGAACATTCTGGAAACTACTCATGTGAGGCCAACAATGGCCTAGTGGCCCAGCAC
611 A P S G G E A S FNLSULTATEHSGNYSCEANNGTILVAAQH

Dralll (2513)
2501 AGTGACACAATATCACTCAGTGTTATAGTTCCAGTATCTCGTCCCATCCTCACCTTCAGGGCTCCCAGGGCCCAGGCTGTGGTGGGGGACCTGCTGGAGC
645 S D T | S L SV I VPV SRU®P I LT FIRAPRAQAVYVY GD L L E



BglII (2672)
2601 TTCACTGTGAGGCCCTGAGAGGCTCCTCCCCAATCCTGTACTGGTTTTATCATGAAGATGTCACCCTGGGTAAGATCTCAGCCCCCTCTGGAGGAGGGGC
678*L H C E A L R G S S P I LYW F YHTEDVTTULGTIKTI SAZPSGS GG A
PshAI (2755)

2701 CTCCTTCAACCTCTCTCTGACTACAGAACATTCTGGAATCTACTCCTGTGAGGCAGACAATGGTCTGGAGGCCCAGCGCAGTGAGATGGTGACACTGAAA
711 S F N L S L T T EH S G | Y SCEADNGTILTEAQRTSTEMVTLK
SandI (2845)

Xmal (2842)

2801 GTTGCAGTTCCGGTGTCTCGCCCGGTCCTCACCCTCAGGGCTCCCGGGACCCATGCTGCGGTGGGGGACCTGCTGGAGCTTCACTGTGAGGCCCTGAGAG
745# V. AV PV S R PV LT LRAZPGTHAAVYVGD LTLTETLHTCTEATLR

Agel (2918) AvrlI (2943)
2901 GCTCTCCCCTGATCCTGTACCGGTTTTTTCATGAGGATGTCACCCTAGGAAATAGGTCGTCCCCCTCTGGAGGAGCGTCCTTAAACCTCTCTCTGACTGC
778G S P L I L Y R F FH EDVTLGNJ RSTS®PSGGASTLNTLTSTLTA
3001 AGAGCACTCTGGAAACTACTCCTGTGAGGCCGACAATGGCCTCGGGGCCCAGCGCAGTGAGACAGTGACACTTTATATCACAGGGCTGACCGCGAACAGA
811 E H S G N Y S C EADNGTLGAQRSTETVTLY I TGLTATNR
Stul (3147)
BstAPI (3145) Xhol (3186)
3101 AGTGGCCCTTTTGCCACAGGAGTCGCCGGGGGCCTGCTCAGCATAGCAGGCCTTGCTGCGGGGGCACTGCTGCTCTACTGCTGGCTCTCGAGAAAAGCAG
8458 S G P F A TGV A GG LULS TAGTLAAGATLTLTLTYT CWTLSTU RTI KA
BstGI (3299)
3201 GGAGAAAGCCTGCCTCTGACCCCGCCAGGAGCCCTTCAGACTCGGACTCCCAAGAGCCCACCTATCACAATGTACCAGCCTGGGAAGAGCTGCAACCAGT
878G R K P A S D P A R S P SD SD SQTETPTVYHNVUPAWTETETLTGQTPV
3301 GTACACTAATGCAAATCCTAGAGGAGAAAATGTGGTTTACTCAGAAGTACGGATCATCCAAGAGAAAAAGAAACATGCAGTGGCCTCTGACCCCAGGCAT
911 Y T N A N P R G E NV V Y S EV R I | Q E K KJKHAV A SDPRH
BamHI (3463)
BspEI (3460)
3401 CTCAGGAACAAGGGTTCCCCTATCATCTACTCTGAAGTTAAGGTGGCGTCAACCCCGGTTTCCGGATCCCTGTTCTTGGCTTCCTCAGCTCCTCACAGAT
945 L R N K G S P I I Y SEVKVASTU PV SGSLTFTLASTSATPHR
Mscl (3523)
Nhel (3517)
3501 GAGTCCACACGTCTCTCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTG
978k o

Hpal (3655) Mfel (3666)
3601 TGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGG

EcoRI (3751)
3701 GAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTC
- -

3801 TACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTT

Sspl (3990)
3901 AAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGA

Swal (4004)
4001 AATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGG

4101 ACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATG
4494 ¢« N R T Y K L P | L E E |
Sacl (4265) BstXI (4294)
4201 GTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCC
1274T T K V L K G NM E I LV FCDJPAYDS I LETRTCMGT CTEPSVVR R
4301 TGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGC
944 | S R DV ED S Y PHU RV AV I TDFDJZKTZ QGNTZSVASG I A I A
Stul (4429)
4401 TTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTG
614 E A CV TV RG | YA E I HVAS 1 I EGTTIKTR RIAAGVHHK
Bbsl (4575)
Xmnl (4571)
4501 TTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGT
274N D E Y LM T | K ETAV EV LELDG QS I NFTK M=
Asel (4637) Sacl (4694)
4601 GAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTC
-

Spel (4792)
4701 TGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCA
-

4801 AAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATC




4901

5001

5101

5201

5301

5401

5501

5601

5701

5801

5901

6001
6101

SnaBI (4920)
ATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCAT

Ndel (5025)
TGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGT

CCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTA

Pacl (5211)

Sdal (5203) BspLU11I (5221)
ACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCC
J— -
CCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTG

CGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCA

ApaLlI (5535)
GTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAA

CCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGG

CCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAAC

AAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTC

Eagl (5971)
Pacl (5951) Swal (5960) NotI (5970)
TGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCAT

TACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAG
TGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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