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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV  (441)
401

SphI  (560)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCAGCATGCTGCTGTGGGCGTCCTTGCTGGCCTTTGCTCCAGT

- 1M L L WA S L L A F A P V

Ncol (649)
601 CTGTGGACAATCTGCAGCTGCACACAAACCTGTGATTTCCGTCCATCCTCCATGGACCACATTCTTCAAAGGAGAGAGAGTGACTCTGACTTGCAATGGA
13 ¢ G Q S AAAHIKU®PV I SVHPZPWTTT FTFI KSGERVTLTT CNSG

Xhol (784)
701 TTTCAGTTCTATGCAACAGAGAAAACAACATGGTATCATCGGCACTACTGGGGAGAAAAGTTGACCCTGACCCCAGGAAACACCCTCGAGGTTCGGGAAT
47 F Q F Y AT E K T T WY HRHY WGEJIKLTULT®PSGNTILTE VR E
Xmal (821) Sdal (879)
801 CTGGACTGTACAGATGCCAGGCCCGGGGCTCCCCACGAAGTAACCCTGTGCGCTTGCTCTTTTCTTCAGACTCCTTAATCCTGCAGGCACCATATTCTGT
80*S G L Y R C QARG SUPRSNZPVARLIULT FSSDSULI L QAZPY SV
901 GTTTGAAGGTGACACATTGGTTCTGAGATGCCACAGAAGAAGGAAAGAGAAATTGACTGCTGTGAAATATACTTGGAATGGAAACATTCTTTCCATTTCT
113 F E G D T L VL R C HRRIRIKEIKILTAVKY TWNGN NI L S I S
Nsil  (1059)
Clal (1055)
1001 AATAAAAGCTGGGATCTTCTTATCCCACAAGCAAGTTCAAATAACAATGGCAATTATCGATGCATTGGATATGGAGACGAGAATGATGTATTTAGATCAA
147 N K S WD L L I P Q ASSNNNGNYW RTCI GY GDENUDVTF RS
Xmnl (1123) EcoRI (1176)
1101 ATTTCAAAATAATTAAAATTCAAGAACTATTTCCACATCCAGAGCTGAAAGCTACAGACTCTCAGCCTACAGAGGGGAATTCTGTAAACCTGAGCTGTGA
180N F K I 1 K I Q E L F P HPELIKATWDS S QPTETSGNSUVNILSTCE
BsrBI (1216)
1201 AACACAGCTTCCTCCAGAGCGGTCAGACACCCCACTTCACTTCAACTTCTTCAGAGATGGCGAGGTCATCCTGTCAGACTGGAGCACGTACCCGGAACTC
213 T Q L P P E R S DTW®PULHT FNTFFIRDSGEUVI L SDWSTYPEL
BstXI (1306) BamHI (1330)
1301 CAGCTCCCAACCGTCTGGAGAGAAAACTCAGGATCCTATTGGTGTGGTGCTGAAACAGTGAGGGGTAACATCCACAAGCACAGTCCCTCGCTACAGATCC
247" Q L P T VWU R ENS G S Y WTCGATETVR RGNIHIKHSU®PSL QI
BamHI (1409) Bsu361 (1445)
1401 ATGTGCAGCGGATCCCTGTGTCTGGGGTGCTCCTGGAGACCCAGCCCTCAGGGGGCCAGGCTGTTGAAGGGGAGATGCTGGTCCTTGTCTGCTCCGTGGC
280kH V Q R I P VS GV L L ETQPSGGQAVESGEMLUVLVCS VA
1501 TGAAGGCACAGGGGATACCACATTCTCCTGGCACCGAGAGGACATGCAGGAGAGTCTGGGGAGGAAAACTCAGCGTTCCCTGAGAGCAGAGCTGGAGCTC
313 E G T G D T TF SWWHU RTEUDMAOQESLGRIKTQRSLIRATETLEL
1601 CCTGCCATCAGACAGAGCCATGCAGGGGGATACTACTGTACAGCAGACAACAGCTACGGCCCTGTCCAGAGCATGGTGCTGAATGTCACTGTGAGAGAGA
347k P A1l R Q S HA G GY Y CTAUDNSYGPVQSMVLNVTVRE
Sacll (1727) Sapl (1756)
1701 CCCCAGGCAACAGAGATGGCCTTGTCGCCGCGGGAGCCACTGGAGGGCTGCTCAGTGCTCTTCTCCTGGCTGTGGCCCTGCTGTTTCACTGCTGGCGTCG
380kT P G N R D GL VAAGATS GG GTULIULSALULTILAVALTILTFHT CMWRR
BsrBI (1847)
1801 GAGGAAGTCAGGAGTTGGTTTCTTGGGAGACGAAACCAGGCTCCCTCCCGCTCCAGGCCCAGGAGAGTCCTCCCATTCCATCTGCCCTGCCCAGGTGGAG
413 R K S G VvV G F L GDETW RULU®PUPAPSGPGESSHS 1 CPAAQVE
Bst11071 (1945)
1901 CTTCAGTCGTTGTATGTTGATGTACACCCCAAAAAGGGAGATTTGGTATACTCTGAGATCCAGACTACTCAGCTGGGAGAAGAAGAGGAAGCTAATACCT
447 L Q S L Y VD V HP K K G DL VY S E I QTTQL GEEEEANT
Xbal (2010)

2001 CCAGGACACTTCTAGAGGATAAGGATGTCTCAGTTGTCTACTCTGAGGTAAAGACACAACACCCAGATAACTCAGCTGGAAAGATCAGCTCTAAGGATGA
480S R T L L E D K DV SV VY S EV KT QHU®PIDNSAGT K I S S K DE
Mscl (2142)

Nhel (2136)
2101 AGAAAGTTAAGAGAATGAAAAGTTACGAGAACGTCCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGT
513 E S e

Hpal (2274) Mfel (2285)
2201 GAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTT

EcoRI (2370)
2301 TATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTT
-

2401 AACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTC




Sapl (2552)
2501 ACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCT

SspI  (2609) Swal (2623) EcoO1091 (2684)
2601 TTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATAT

2701 CCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAG
414 ¢ N R T Y K L

2801 GGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATG
1344 P | L E E I T T K V L K GNWME I L VF CDU®PAYDS S 11 L ERCWM

BstXI (2913)
2901 CCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAG
104G C P S V V R I S R DV EDJSYUPHRVAUV I TDFUDI KI QOGNS VA
Stul (3048)

3001 CAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGC

674 S G I A Il A E A CV TV RGI YATEI HVAS 1T I EGTIZKTRII A
Bbsl (3194)

Xmnl (3190)

3101 CGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTC
344 A G V HH K NDEYLMTI KETAVEUVLTELUDA- QQS I NTFTHK

Asel (3256)
3201 ATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGA
041M - ]
3301 CGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGT

Spel (3411)
3401 CCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTA
B — -

SnaBI (3539)
3501 CTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAG

Ndel (3644)
3601 GCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCC

3701 ATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCC

Sdal (3822) Pacl (3830) BspLU11I (3840)
3801 ATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGT
-

3901 TTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCC

4001 CCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGC

ApaLl (4154)
4101 TCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTA

4201 ACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTAC

4301 AGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGT

4401 AGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTT

Eagl (4590)
Pacl (4570) Swal (4579)  Notl (4589)
4501 TGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAAT

4601 AAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAG
4701 CAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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