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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
Ncol (560)
BstEII (555)
Agel (552)
501 CTGAGATCACCGGTCACCATGGTGAACTTCACGGTAGACCAGATCCGCGCCATCAT
- 1M V N F T VD QI R A I M
BspLULI1I (623) BbrPI (640) Ncol (648)

601 GGACAAGAAGGCCAACATCCGCAACATGTCTGTCATCGCCCACGTGGACCATGGCAAGTCCACGCTGACAGACTCCCTGGTGTGCAAGGCGGGCATCATC
13 DK KA NIT RNMS VI A HVDHGIKSTLTWDSLVCIKAG'I I

Xmal (707)

Srfl  (706)
701 GCCTCGGCCCGGGCCGGGGAGACACGCTTCACTGATACCCGGAAGGACGAGCAGGAGCGTTGCATCACCATCAAGTCAACTGCCATCTCCCTCTTCTACG
47" A S AR A G E TR F TDTU RIKWUDTEU QEU RTCI TI1 KSTAI S L F Y

Xmal (877) Sall (886)

801 AGCTCTCGGAGAATGACTTGAACTTCATCAAGCAGAGCAAGGACGGTGCCGGCTTCCTCATCAACCTCATTGACTCCCCCGGGCATGTCGACTTCTCCTC

8OFE L S E N D L N F I K QS KD GAGTFTULI NLTIDTSZPGHVYVYTDTE S S

901 GGAGGTGACTGCTGCCCTCCGAGTCACCGATGGCGCATTGGTGGTGGTGGACTGCGTGTCAGGCGTGTGCGTGCAGACGGAGACAGTGCTGCGGCAGGCC

113 E V T A A L RV TDGALVVVDCVSGVYCVQTTETUVTLTZ ROQA
Pstl (1060)

1001 ATTGCCGAGCGCATCAAGCCTGTGCTGATGATGAACAAGATGGACCGCGCCCTGCTGGAGCTGCAGCTGGAGCCCGAGGAGCTCTACCAGACTTTCCAGC

147 1 A E R I K P VLMMNIKMDU RATLTILTETLIU OQLTET PETETLYOQTTFNOQ
Neol (1157) Clal (1174)
BsrBI (1149) BspHI [m] (1169) Acc651 (1189)
1101 GCATCGTGGAGAACGTGAACGTCATCATCTCCACCTACGGCGAGGGCGAGAGCGGCCCCATGGGCAACATCATGATCGATCCTGTCCTCGGTACCGTGGG
180 R | V E N V N V | | S T Y GEGESGPMGNIMIDTPUVLGTVG

1201 CTTTGGGTCTGGCCTCCACGGGTGGGCCTTCACCCTGAAGCAGTTTGCCGAGATGTATGTGGCCAAGTTCGCCGCCAAGGGGGAGGGCCAGTTGGGGCCT
213 F G S G L HGWAUF TULK QFAEMY VAI KT FAAIKSGETGAOAQL G P
BsrBI (1303)
1301 GCCGAGCGGGCCAAGAAAGTAGAGGACATGATGAAGAAGCTGTGGGGTGACAGGTACTTTGACCCAGCCAACGGCAAGTTCAGCAAGTCAGCCACCAGCC
247" A E R A K K VE DMM K KL WGDU RYFDUPANSGIKTF S K S AT S
BspHI [m] (1470)
1401 CCGAAGGGAAGAAGCTGCCACGCACCTTCTGCCAGCTGATCCTGGACCCCATCTTCAAGGTGTTTGATGCGATCATGAATTTCAAGAAAGAGGAGACAGC
280kP E G K K L P R TF COQL Il L DWPI1 F KVFDAI MNTFIKIKTETETA
1501 AAAACTGATAGAGAAACTGGACATCAAACTGGACAGCGAGGACAAGGACAAAGAAGGCAAACCCCTGCTGAAGGCTGTGATGCGCCGCTGGCTGCCTGCC
313 K L I E K L DIl KL DS EDIKUDJ KESGI KU PLILI KAVMZ BRI RWLPA
BsaBI (1620)

1601 GGAGACGCCTTGTTGCAGATGATCACCATCCACCTGCCCTCCCCTGTGACGGCCCAGAAGTACCGCTGCGAGCTCCTGTACGAGGGGCCCCCGGACGACG
347 G DAL L QM I T I HLUPSUPVTAQKYI RT CETLIULYTESGTZPUZPTUDTD
Ncol (1706) PshAI (1777)

1701 AGGCTGCCATGGGCATTAAAAGCTGTGACCCCAAAGGCCCTCTTATGATGTATATTTCCAAAATGGTGCCAACCTCCGACAAAGGTCGGTTCTACGCCTT
380kE A AM G I K S CDUPIKGPULMMY 1l SKMVPTSDIKGT RTF Y AF
1801 TGGACGAGTCTTCTCGGGGCTGGTCTCCACTGGCCTGAAGGTCAGGATCATGGGGCCCAACTATACCCCTGGGAAGAAGGAGGACCTCTACCTGAAGCCA
413 G R VF S G L V S TGLI KV R I MGPNYT®PSGIKI KTETUDTLY L KUP
1901 ATCCAGAGAACAATCTTGATGATGGGCCGCTACGTGGAGCCCATCGAGGATGTGCCTTGTGGGAACATTGTGGGCCTCGTGGGCGTGGACCAGTTCCTGG
447 | Q R T I L MM GR Y VEU®PI EDV®PCGNI VGLV GV DAQF L

Sfil  (2082)
2001 TGAAGACGGGCACCATCACCACCTTCGAGCACGCGCACAACATGCGGGTGATGAAGTTCAGCGTCAGCCCTGTTGTCAGAGTGGCCGTGGAGGCCAAGAA
480V K T G T I T T F E HA HNMWRVMI KT F SV SPVVRVAVEATKN
Ncol (2156)
2101 CCCGGCTGACCTGCCCAAGCTGGTGGAGGGGCTGAAGCGGCTGGCCAAGTCCGACCCCATGGTGCAGTGCATCATCGAGGAGTCGGGAGAGCACATCATC

513 P A DL P KL VEGLI KU RLAKZ SDZPMVQCI1 I EE S GE H I
SgrAl (2205) BgllII (2225) Tth111I (2281)
2201 GCGGGCGCCGGCGAGCTGCACCTGGAGATCTGCCTGAAGGACCTGGAGGAGGACCACGCCTGCATCCCCATCAAGAAATCTGACCCGGTCGTCTCGTACC
547 A G A G E L HL E I CL KDULETEDHATCI P 1l KK SDUPVVSY

BsrGI  (2366)
2301 GCGAGACGGTCAGTGAAGAGTCGAACGTGCTCTGCCTCTCCAAGTCCCCCAACAAGCACAACCGGCTGTACATGAAGGCGCGGCCCTTCCCCGACGGCCT
5860R E T V S E E S NV L CL S K S P NIKWHNRILYMIKARZPTFUZPDSGIL

Clal (2410) BssHII (2455)
2401 GGCCGAGGACATCGATAAAGGCGAGGTGTCCGCCCGTCAGGAGCTCAAGCAGCGGGCGCGCTACCTGGCCGAGAAGTACGAGTGGGACGTGGCTGAGGCC
613 A E D I D K G E VS A R Q E L KQURARYLATETKTYTEWMWDVATE A

BgllII (2504)
2501 CGCAAGATCTGGTGCTTTGGGCCCGACGGCACCGGCCCCAACATCCTCACCGACATCACCAAGGGTGTGCAGTACCTCAACGAGATCAAGGACAGTGTGG
647 R X | wW C F G P DGTGPNI L TDI TIKSGVQYLlLNTETI KDSV



Dralll (2633)

2601 TGGCCGGCTTCCAGTGGGCCACCAAGGAGGGCGCACTGTGTGAGGAGAACATGCGGGGTGTGCGCTTCGACGTCCACGACGTCACCCTGCACGCCGACGC
680V A G F Q WA T K E GA L CETENMERGVZ RTFUDVHUDVTLUHATUDA

SacIl (2706)
2701 CATCCACCGCGGAGGGGGCCAGATCATCCCCACAGCACGGCGCTGCCTCTACGCCAGTGTGCTGACCGCCCAGCCACGCCTCATGGAGCCCATCTACCTT
713 | HR GGG Q1 I PTARTZ RTCLYA ASVLTAQPT RTLMTETPTI YL
BbrPI (2866)
2801 GTGGAGATCCAGTGTCCAGAGCAGGTGGTCGGTGGCATCTACGGGGTTTTGAACAGGAAGCGGGGCCACGTGTTCGAGGAGTCCCAGGTGGCCGGCACCC
747* V E 1 Q C P EQV V GG I Y GVLNRI KT RGHYVTFTETES-OQVAGT
Stul (2915) Bsu36I (2958)

2901 CCATGTTTGTGGTCAAGGCCTATCTGCCCGTCAACGAGTCCTTTGGCTTCACCGCTGACCTGAGGTCCAACACGGGCGGCCAGGCGTTCCCCCAGTGTGT
780kP M F V V K A Y L P V NESTF GF TADTULT RSNTG GG G QATFUZPAOQC V
3001 GTTTGACCACTGGCAGATCCTGCCCGGAGACCCCTTCGACAACAGCAGCCGCCCCAGCCAGGTGGTGGCGGAGACCCGCAAGCGCAAGGGCCTGAAAGAA
813 F D HWOQ 1 L P GDUZPTFUDNSS SR RZPSOQVVATETHR RTIKT RTI KTGTLKE

Nhel (3150)
3101 GGCATCCCTGCCCTGGACAACTTCCTGGACAAATTGTAGGCGGCCCTTCCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCAC
8478 G | P A L D N F L D K L e

Hpal (3288) Mfel (3299)
3201 AACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAAC

EcoRI (3384)
3301 AATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAG
-y

3401 CATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAG

Sapl (3566)
3501 CTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGAC

SspI  (3623) Swal (3637)
3601 CTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAG

3701 GCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTC
3494 o N
3801 CTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGA
1384R T Y K L P I L E E I T T K V L K GNMTE I L VF CDZPAYDS I L
3901 GCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTG
1054 E R CM G C P S V VR I S RDVEUDSYUPHRVAVI TDFDIK Q
Stul (4062)

4001 CCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTC
724 G N S VA S G 1 A1l AEACVTUVZRGI YAETIHVASI I EGT
4101 TTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGA
384K T R | A A GV HHIKNDTEYLMTI KETAVEUVTLTETLTUDTG QAQS I

Xmnl (4204) Asel (4270)
4201 TGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTC
54 N F T K M = -
4301 TCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACG

Spel (4425)
4401 ACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCA
e

SnaBI (4553)
4501 CGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACT

Ndel (4658)
4601 GGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCG

4701 TAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGT

Pacl (4844)
Pstl (4837)

Sdal (4836) BspLU11I (4854)
4801 CAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGC
-

4901 CGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGA

5001 TACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGG

ApaLI (5168)
5101 CGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTG

5201 CGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTAT

5301 GTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCG

5401 GAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATC




Pacl (5584) Swal (5593)
5501 TCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAA

Eagl (5604)
NotI (5603)

5601 TC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAA

5701 ACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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