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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

BspHI (560)
KasI (535) Agel (552)
501 CTGAGATCACCGGTCATCATGAGTCATGTGGCAGTGGAAAATGCGCTCGGGCTGGA
- 1M S HV A VENATLGTULD

Xeml (600)
601 CCAGCAGTTTGCTGGCCTAGACCTGAACTCTTCAGATAATCAGAGTGGAGGAAGTACAGCCAGCAAAGGGCGCTATATTCCTCCTCATTTAAGGAACCGA
13 Q Q F A GLDULNSISDNAOQSGS G STASIKTGHR RY 1l PP HULR RNTR R
701 GAAGCTACTAAAGGTTTCTACGATAAAGACAGTTCAGGGTGGAGTTCTAGCAAAGATAAGGATGCGTATAGCAGTTTTGGATCTCGTAGTGATTCAAGAG
47m E AT K G F Y D K DSS GWJ S S S KWDJIKWIDAYSSTFGSRSD SR
801 GGAAGTCTAGCTTCTTCAGTGATCGTGGAAGTGGATCAAGGGGAAGGTTTGATGATCGTGGACGGAGTGATTACGATGGCATTGGCAGCCGTGGTGACAG
880G K S S F F S DR GS G SR GRTFUDDA RGRSDYDSGI GS R GDR
Dralll (983)
901 AAGTGGCTTTGGCAAATTTGAACGTGGTGGAAACAGTCGCTGGTGTGACAAATCAGATGAAGATGATTGGTCAAAACCACTCCCACCAAGTGAACGCTTG
113 S G F G K F E R G G NS R WU CDJKSDTETDDWSIK®PLPUP S ER L
Asel (1033)
1001 GAACAGGAACTCTTTTCTGGAGGCAACACTGGGATTAATTTTGAGAAATACGATGACATTCCAGTTGAGGCAACAGGCAACAACTGTCCTCCACATATTG
147 E Q E L F S G G NT G I N F E K Y DD I P VEATS GNNT CUPUP H I
SphI (1185)
1101 AAAGTTTCAGTGATGTTGAGATGGGAGAAATTATCATGGGAAACATTGAGCTTACTCGTTATACTCGCCCAACTCCAGTGCAAAAGCATGCTATTCCTAT
180kE S F S DV EM G E I I M G NI E L TRY TR R®PT®PVQKHA 1 P I
Xeml (1233) Pstl (1253)

1201 TATCAAAGAGAAAAGAGACTTGATGGCTTGTGCCCAAACAGGGTCTGGAAAAACTGCAGCATTTCTGTTGCCCATCTTGAGTCAGATTTATTCAGATGGT
213 | K E K R D LMACAQTS GSGKTAATFTULULU®PI L SQI Y S DG
Kasl (1343)

1301 CCAGGCGAGGCTTTGAGGGCCATGAAGGAAAATGGAAGGTATGGGCGCCGCAAACAATACCCAATCTCCTTGGTATTAGCACCAACGAGAGAGTTGGCAG
247 P G E AL R AMKENG G RYGRIRIK QY®PI1 SL VLAPTR RTETLA

BglII (1403) Xmnl (1421) Xbal (1438)
1401 TACAGATCTACGAGGAAGCCAGAAAATTTTCATACCGATCTAGAGTTCGTCCTTGCGTGGTTTATGGTGGTGCCGATATTGGTCAGCAGATTCGAGACTT
280V Q | Y E E AR K F S YRS RV RPCVVY GGADI GQQTI!I R DL
1501 GGAACGTGGATGCCATTTGTTAGTAGCCACTCCAGGACGTCTAGTGGATATGATGGAAAGAGGAAAGATTGGATTAGACTTTTGCAAATACTTGGTGTTA
313 E R G CHLL VATU®PGRILVDMMEITRSGZ KT I GLDTFTCIKY L VL
1601 GATGAAGCTGATCGGATGTTGGATATGGGGTTTGAGCCTCAGATTCGTAGAATAGTCGAACAAGATACTATGCCTCCAAAGGGTGTCCGCCACACTATGA
347 D E ADRMLUDMGT FEPQI RR I VEQDTM®PUPIKGVU RHTWM
Bsu36l (1717)
1701 TGTTTAGTGCTACTTTTCCTAAGGAAATACAGATGCTGGCTCGTGATTTCTTAGATGAATATATCTTCTTGGCTGTAGGAAGAGTTGGCTCTACCTCTGA

380kM F S A T F P K E I Q M L ARDTFWLDTETY Il FLAVGRVGSTSE
1801 AAACATCACACAGAAAGTAGTTTGGGTGGAAGAATCAGACAAACGGTCATTTCTGCTTGACCTCCTAAATGCAACAGGCAAGGATTCACTGACCTTAGTG
413 N I T Q K VV WV EE SDI KW RSTFULLIDTLLNATSGI KU DT STLTLV

Necol (1974)
1901 TTTGTGGAGACCAAAAAGGGTGCAGATTCTCTGGAGGATTTCTTATACCATGAAGGATACGCATGTACCAGCATCCATGGAGACCGTTCTCAGAGGGATA
447 F V E T K K G A DS L EDTF LY HEGYATCTS S I HGUDU RS QRTD
EcoO1091 (2006) BsrBI (2022) BspLU11I (2094)
2001 GAGAAGAGGCCCTTCACCAGTTCCGCTCAGGAAAAAGCCCAATTTTAGTGGCTACAGCAGTAGCAGCAAGAGGACTGGACATTTCAAATGTGAAACATGT
480*R E E A L HQF R S G K S P11 L VATAVAARTGTLIUDTI S NUVIKHV
BsrGI (2136) BsiWwI (2152)
2101 TATCAATTTTGACTTGCCAAGTGATATTGAAGAATATGTACATCGTATTGGTCGTACGGGACGTGTAGGAAACCTTGGCCTGGCAACCTCATTCTTTAAC
513 I N F DL P S D1 EEY VHR RI GRTS GRVGNLGLATSTFF N
Sspl (2212)
2201 GAGAGGAACATAAATATTACTAAGGATTTGTTGGATCTTCTTGTTGAAGCTAAACAAGAAGTGCCGTCTTGGTTAGAAAACATGGCTTATGAACACCACT
547 E R N I N I T K D L L DL L VEAIKI QEV?PSWILENMMAYE HH
2301 ACAAGGGTAGCAGTCGTGGACGTTCTAAG AGCAGATTTAGTGGAGGGTTTGGTGCCAGAGACTACCGACAAAGTAGCGGTGCCAGCAGTTCCAGCTTCAG
580k Y K G S S R G R S K S R F S G GF GA RDY RQSSGAS S S S F S
Mscl (2436)
2401 CAGCAGCCGCGCAAGCAGCAGCCGCAGTGGCGGAGGTGGCCACGGTAGCAGCAGAGGATTTGGTGGAGGTGGCTATGGAGGCTTTTACAACAGTGATGGA
613* S S R A S S S R S G GGGHGSSRGFGGSGGYGGTF Y NSDG
Mscl (2587)
BstEII (2563) Nhel (2581)
2501 TATGGAGGAAATTATAACTCCCAGGGGGTTGACTGGTGGGGTAACTGAGCCTGCTTTGCAGTAGGTCACCCTGCCAAACAAGCTAGCTGGCCAGACATGA
647F Y G G N Y N S Q G V. D W W G N e _—



2601 TAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCAT

Hpal (2719) Mrfel (2730)
2701 TATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTC

EcoRI (2815)
2801 TACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATA
_ -

Sapl (2997)
2901 GGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCT

Sspl (3054) Swal (3068)
3001 CTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATG

Eco01091 (3129)
3101 TTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGA

3201 CAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGC
414 ¢ N R T Y K L P I L E E I T T K V L K G NME I L
Sacl (3329) BstXI (3358)
3301 ACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCC
1154v F ¢ D P AY D S I L ERCMGT CPSVVVRI SRDVEUDSYU®PHTR
Stul (3493)
3401 TGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTC

824 VvV A V I T D F DKQGNSVASGI AI AEACVYTVRGI Y ATE
3501 AATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCG
4919 | H V A S |1 I E G T K TR I AAGVHHIKNDTEYLMT I KETA

BspHI (3643)
BbsI (3639)
Xmnl (3635)
3601 ACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGAT

154v E V L E L D Q QS I NF T K M-
Asel (3701) Sacl (3758)
3701 GATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGC
o

Spel (3856)
3801 CCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGAC
-

SnaBI (3984)
3900 TTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTG

Ndel (4089)
4000 CCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATAC

4100 ACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTA

Pstl (4268)
Sdal (4267)Pacl (4275) BspLUL1I (4285)
4200 TTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAA
-

4298 AAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAG

4398 TCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGA

4498 TACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCT

ApaLI (4599)
4598 GTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGC

4698 AGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTT

4798 GGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTT

4898 GCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGG

Eagl (5035)
PacI (5015) Swal (5024) NotI (5034)
4998 GATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGT

5098 AACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCG
5198 AA
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