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Pvul (7)
Sefl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301

NgoMIV (441)
401

Kasl (535) Agel (552) BspHI (560)

501 CTGAGATCACCGGTCATCATGAGTCATGTGGCAGTGGAAAATGCGCTCGGGCTGGA

- 1 M S HV AV ENALG LD

Xcml (600)

601 CCAGCAGTTTGCTGGCCTAGACCTGAACTCTTCAGATAATCAGAGTGGAGGAAGTACAGCCAGCAAAGGGCGCTATATTCCTCCTCATTTAAGGAACCGA
3 Q Q FA G LD LNSSDNGO QS SGGSTASIKTGT RY I PPHLR RNR R

701 GAAGCTACTAAAGGTTTCTACGATAAAGACAGTTCAGGGTGGAGTTCTAGCAAAGATAAGGATGCGTATAGCAGTTTTGGATCTCGTAGTGATTCAAGAG

47" E AT K G F YD KD S SGW S S SKDJ KD AYSSTFGSU R SD SR

801 GGAAGTCTAGCTTCTTCAGTGATCGTGGAAGTGGATCAAGGGGAAGGTTTGATGATCGTGGACGGAGTGATTACGATGGCATTGGCAGCCGTGGTGACAG

8¥G K S S F F SDRG SG SRG RTFDUD RGI RSDYDSG 1 G S RGDR
DrallI (983)

901 AAGTGGCTTTGGCAAATTTGAACGTGGTGGAAACAGTCGCTGGTGTGACAAATCAGATGAAGATGATTGGTCAAAACCACTCCCACCAAGTGAACGCTTG

113 S G F G K F E R G G N S RWCDJIK SDEDTDWSK P L PP S E R L

Asel (1033)

1001 GAACAGGAACTCTTTTCTGGAGGCAACACTGGGATTAATTTTGAGAAATACGATGACATTCCAGTTGAGGCAACAGGCAACAACTGTCCTCCACATATTG

147 E Q E L F S GGNTSG I N F EK YDD I PV EATS GNNT CUPUPH I
SphI (1185)

1101 AAAGTTTCAGTGATGTTGAGATGGGAGAAATTATCATGGGAAACATTGAGCTTACTCGTTATACTCGCCCAACTCCAGTGCAAAAGCATGCTATTCCTAT
189*E S F S DV EM G E I I'M GN I E LTI RYT RUPTPVQKHA I P I
Xeml (1233) Pstl (1253)

1201 TATCAAAGAGAAAAGAGACTTGATGGCTTGTGCCCAAACAGGGTCTGGAAAAACTGCAGCATTTCTGTTGCCCATCTTGAGTCAGATTTATTCAGATGGT
213 | K E K R D LMACAQTGSGI KTAATFILUL®P I L SQ I Y SDG
KasI (1343)

1301 CCAGGCGAGGCTTTGAGGGCCATGAAGGAAAATGGAAGGTATGGGCGCCGCAAACAATACCCAATCTCCTTGGTATTAGCACCAACGAGAGAGTTGGCAG
247 P G E A L RAMIKENSG I RY G RURKQY®P I SLV LAUPTR RTETLA

BgllI (1403) Xmnl (1421) Xbal (1438)
1401 TACAGATCTACGAGGAAGCCAGAAAATTTTCATACCGATCTAGAGTTCGTCCTTGCGTGGTTTATGGTGGTGCCGATATTGGTCAGCAGATTCGAGACTT
280V Q | Y E EA RK F SYRSU RV RPCVVYGGAD I GQQ I RD L
1501 GGAACGTGGATGCCATTTGTTAGTAGCCACTCCAGGACGTCTAGTGGATATGATGGAAAGAGGAAAGATTGGATTAGACTTTTGCAAATACTTGGTGTTA
33 E R G CH L LV ATPG RLVDMMEITRSGT K I G LD FCIK Y LV L
1601 GATGAAGCTGATCGGATGTTGGATATGGGGTTTGAGCCTCAGATTCGTAGAATAGTCGAACAAGATACTATGCCTCCAAAGGGTGTCCGCCACACTATGA
347 D EADIRMLDMGT FE®PQ I RR IV EQDTMZ®PUPIKG GV RHTWM
Bsu36I (1717)
1701 TGTTTAGTGCTACTTTTCCTAAGGAAATACAGATGCTGGCTCGTGATTTCTTAGATGAATATATCTTCTTGGCTGTAGGAAGAGTTGGCTCTACCTCTGA
380 M F S A T F P K E I Q M L ARD FLDTEY |l FLAVG G RV G ST S E
1801 AAACATCACACAGAAAGTAGTTTGGGTGGAAGAATCAGACAAACGGTCATTTCTGCTTGACCTCCTAAATGCAACAGGCAAGGATTCACTGACCTTAGTG
413 N | T Q K VV WV EE SDJ K RS FLLUDIULILNATG GI KT D S L T LV
Ncol (1974)
1901 TTTGTGGAGACCAAAAAGGGTGCAGATTCTCTGGAGGATTTCTTATACCATGAAGGATACGCATGTACCAGCATCCATGGAGACCGTTCTCAGAGGGATA
447 F V E T K K G A D S L EDFLYHEGYACTS I HGDU R SQRD
EcoO1091 (2006) BsrBI (2022) BspLUI1I (2094)
2001 GAGAAGAGGCCCTTCACCAGTTCCGCTCAGGAAAAAGCCCAATTTTAGTGGCTACAGCAGTAGCAGCAAGAGGACTGGACATTTCAAATGTGAAACATGT
48R E E A L HQ FRSGI K S?P 1 LVATAVAARGTULUD I SNVIKHYV
BsrGI (2136) BsiWI (2152)
2101 TATCAATTTTGACTTGCCAAGTGATATTGAAGAATATGTACATCGTATTGGTCGTACGGGACGTGTAGGAAACCTTGGCCTGGCAACCTCATTCTTTAAC
513 | N F D L P SD I EEYVHI R I GRTS G RVGNILSGTILATSF FN
Sspl (2212)
2201 GAGAGGAACATAAATATTACTAAGGATTTGTTGGATCTTCTTGTTGAAGCTAAACAAGAAGTGCCGTCTTGGTTAGAAAACATGGCTTATGAACACCACT
547 E R N I N |I T K D L LD L LV EAIKI QEVPSWLENMAYEHH
2301 ACAAGGGTAGCAGTCGTGGACGTTCTAAGAGTAGCAGATTTAGTGGAGGGTTTGGTGCCAGAGACTACCGACAAAGTAGCGGTGCCAGCAGTTCCAGCTT
580k Y K G S S R G R S K S S R F SG G FGARDYURQSSGASS S S F
Mscl (2439)
2401 CAGCAGCAGCCGCGCAAGCAGCAGCCGCAGTGGCGGAGGTGGCCACGGTAGCAGCAGAGGATTTGGTGGAGGTGGCTATGGAGGCTTTTACAACAGTGAT
613 S S S R A S S SR SGGGGHS G S SRGTFGSGS GG GYGG F YN SD



Mscl (2590)
BstEII (2566) Nhel (2584)
2501 GGATATGGAGGAAATTATAACTCCCAGGGGGTTGACTGGTGGGGTAACTGAGCCTGCTTTGCAGTAGGTCACCCTGCCAAACAAGCTAGCTGGCCAGACA
647 G Y G G N Y N S Q GV DWW G N o E—
2601 TGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAAC

Hpal (2722)  Mfel (2733)
2701 CATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAAC

EcoRI (2818)
2801 CTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGC
- -

2901 ATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTA

Sapl (3000) Sspl (3057) Swal (3071)
3001 GCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAA

Eco0O1091 (3132)
3101 ATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATT

3201 GGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATG
4494 « N R T Y K L P I L E E I T T KV L KGNM E |
Sacl (3332) BstXI (3361)
3301 AGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGT
114L V F C D P A YD S I L ERCMGT CZPSVVR 1 SRDVTEDSYTPH
Stul (3496)
3401 GCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGC
834 RV AV I T D FDJKOQGNT SVASGIAIATEACVYVYTVU RG I YA
3501 CTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTG
se4 E | HV A S | | EGTIKT R I AAGVHUHTEKNTDTETYTLMT I KET
BspHI (3646)
Bbsl (3642)
Xmnl (3638)
3601 GCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCC
64A V E V L E LD QQ S I N F T K M-
Asel (3704) Sacl (3761)
3701 GATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTAC
-

Spel (3859)
3801 CGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAG
-

SnaBI (3987)
3901 ACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTAC

Ndel (4092)
4001 TGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGAT

4101 ACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCAT

Pacl (4278)
Pstl (4271)
Sdal (4270) BspLUI1I (4288)
4201 TATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAA
-

4301 AAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAG

4401 TCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGA

4501 TACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCT

Apall (4602)
4601 GTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGC

4701 AGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTT

4801 GGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTT

4901 GCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGG




Eagl (5038)
Pacl (5018) Swal (5027) NotI (5037)
5001 GATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGT

5101 AACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCG
5201 AA
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