Pvul (7)
Sefl (6) Mfel (82)
Eagl (3357) EcoNI (96)
Swal (3346) vl (239)
wa vu
HindIII (245)

Pacl (3337) \\
— EcoNI (287)

Bsu36I (291)

NgoMIV (441)

Agel (552)

BstEII (555)

Ncol (560)

NgoMIV (66317)

. BssHII

pMBT ot Mscl (6(71) )
BstAPI (699)

Sdal (705)
hCXCL2 (MIP2A, GRObeta) Pl (706)

EcoRI (713)

HindIII (809)
Ncol (833)

hEF1-HTLV prom

ApaLlI (2921)

BspLULLI (2607) pUNO1-hCXCL2
Pacl (2597) N (3521 bp)
Pstl (2590) 0
Sdal (2589)
SV40 p(A)

Nhel (903)
Mscl (909)

Hpal (1041)

hCMYV enh
“ Mfel (1052)

Ndel (2411)
EcoRI (1137)

SnaBI (2306) (h) Bglobin p(A)

Spel (2178) Sapl (1319)
Sspl (1376)
Swal (1390)
Sacl (2080)
75 Asel (2023) Eco01091 (1451)
BbslI (1961)

Xmnl (1957) Sacl (1651)
Stul (1815) BstXI (1680)

C?) InvivoGen

15L04v40



Pvul (7)
Sefl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
BstEII (555)
Agel (552) Ncol (560)
501 CTGAGATCACCGGTCACCATGGCCCGCGCCACGCTCTCCGCCGCCCCCAGCAATCC
- 1M A RA T L SAAPSNP
BssHII (651)
NgoMIV (647) Mscl (671) BstAPI (699)

601 CCGGCTCCTGCGGGTGGCGCTGCTGCTCCTGCTCCTGGTGGCCGCCAGCCGGCGCGCAGCAGGAGCGCCCCTGGCCACTGAACTGCGCTGCCAGTGCTTG
3 R L L RV A L L L LLLVAAST RRAAGATPLATTETLT RTCO QT CL
Pstl (706)
Sdal (705) EcoRI (713)
701 CAGACCCTGCAGGGAATTCACCTCAAGAACATCCAAAGTGTGAAGGTGAAGTCCCCCGGACCCCACTGCGCCCAAACCGAAGTCATAGCCACACTCAAGA

47" Q T L Q G I H L KN I Q SVKVIKSPGZPHT CAQTTEV I ATILK
HindIII (809) Ncol (833)
801 ATGGGCAGAAAGCTTGTCTCAACCCCGCATCGCCCATGGTTAAGAAAATCATCGAAAAGATGCTGAAAAATGGCAAATCCAACTGACCAGAAGGAAGGAG
8N G Q K A CLNPASPMVYVIKTI K I I EKMULIEKNGI K S N e
Mscl (909)
Nhel (903)

901 GAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATG

Hpal (1041) Mfel (1052)
1001 CTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGT

EcoRI (1137)
1101 TTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTT
- -

1201 TCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTAT

Sapl (1319) Sspl (1376) Swal (1390)
1301 TTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATAC

Eco01091 (1451)
1401 ATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAA

1501 GGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAG
4494 « N R T Y K L P I L E E I T T K V L

Sacl (1651) BstXI (1680)
1601 CTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCC
1234 K. G N M E I LV FCDPAJYDS S I LEZRGCMGT CT PSVVUR ISR RD
1701 ACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAG
894y E D S Y PH RV AV I TDFDU KO QQGNTSVASGIA I ATEATCVT

Stul (1815)
1801 TGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAG
se4 V R G | YA E I HV A S I | EGTU KTR R I AAGVHTUHTIEKNDE YL
Bbsl (1961)
Xmnl (1957)

1901 CATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATAC
24 M T | K ETAV EV LELDG QS I N FTKM--

Asel (2023) Sacl (2080)
2001 TATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCITATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACC

-

Spel (2178)
2101 TCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCAT
P —




2201 TGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGAT

SnaBI (2306)
2301 GACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGG

Ndel (2411)
2401 GGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTA

Pstl (2590)
Sdal (2589)Pacl (2597)
2501 CTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTA

BspLU11I (2607)
2601 ATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATC
-

2701 ACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCC

2801 GACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTC

ApaLlI (2921)
2901 GTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACG

3001 ACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTA

3101 CACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGT

3201 AGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGA

Eagl (3357)
Pacl (3337) Swal (3346) NotI (3356)
3301 ACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTT

3401 GGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTG
3501 CCAGAACATTTCTCTATCGAA
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