PVl () et 82)

f1
Eagl (4239) 16 Psp14061 (203)
NotI (4238) Pvull (239)
Sval ((;‘221298)) HindIII (245)
‘ /Bsu36I (291)
/NEOMIV (@441)
Agel (552)
Sphl (560)
ApaLl (3803) hEFI-HTLV prom
pMBI1 ori
ApaLl (801)
. BbrPI (850)
BspLU11I (3489) hCSF2RA (CD116) isoform 1 Spel (859)
Pacl (3479) Acc65I (91
Pstl (3472) ce651 (913)
Sdal (3471)
hCMV enh BsrGI (1016)

pUNO1-hCSF2RAa

1 (329,
Nael (3293 (4403 bp) Hpal (1141)

SnaBI (3188)
-EcoO01091 (1282)

Pvull (1321)
Asel (1372)

Dralll (1435)
Pstl (1454)
BsrGI (1535)

Bsu36I (1608)

Bbsl (1678)
EcoRI (1699)
Nhel (1785)
MscI (1791)

Hpal (1923)

Spel (3060) hCMYV prom

Asel (2905)

BbsI (2843)
Xmnl (2839)

Stul (2697)

SV40 p(A)

(h) Bglobin p(A)

BstXI (2562)

1
Iﬂ| Eco01091 (2333) Mfel (1934)
Swal (2272) EcoRI (2019)
SsplI (2258)
Sapl (2201)

C?) InvivoGen

16E25v40



Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406] (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
Agel (552) SphI (560)
501 CTGAGATCACCGGTCAGCATGCTTCTCCTGGTGACAAGCCTTCTGCTCTGTGAGTT
= 1* M L L LV T S L L LCEL
601 ACCACACCCAGCATTCCTCCTGATCCCAGAGAAATCGGATCTGCGAACAGTGGCACCAGCCTCTAGTCTCAATGTGAGGTTTGACTCCAGGACGATGAAT
3 P H P A F L L I P EK SDLRTVATPASTSLNVYVZ RTF EFDS SR RTMN

701 TTAAGCTGGGACTGCCAAGAAAACACAACCTTCAGCAAGTGTTTCTTAACTGACAAGAAGAACAGAGTCGTGGAACCCAGGCTCAGTAACAACGAATGTT
47 L S W D C Q ENT T F S K CFLTDI K KNI RV V EPIR RILSNNESTC
ApaLlI (801) BbrPI (850) Spel (859)
801 CGTGCACATTTCGTGAAATTTGTCTGCATGAAGGAGTCACATTTGAGGTTCACGTGAATACTAGTCAAAGAGGATTTCAACAGAAACTGCTTTATCCAAA
8¢S C T F R E I C L HEGVTFEVHVNTSQRGT FQQIKLULY PN
Acc65I (913)
901 TTCAGGAAGGGAGGGTACCGCTGCTCAGAATTTCTCCTGTTTCATCTACAATGCGGATTTAATGAACTGTACCTGGGCGAGGGGTCCGACGGCCCCCCGT
113 S G R E G T A A QN F S CF I YNADLMNTECTWA ARG UPTAUPR
BsrGI (1016)
1001 GACGTCCAGTATTTTTTGTACATACGAAACTCAAAGAGAAGGAGGGAGATCCGGTGTCCTTATTACATACAAGACTCAGGAACCCATGTGGGATGTCACC
147 D V Q Y F L Y I R N S K R RURE I RCPYY I Q DSGTHVGCH
Hpal (1141)
1101 TGGATAACCTGTCAGGATTAACGTCTCGCAATTACTTTCTGGTTAACGGAACCAGCCGAGAAATTGGCATCCAATTCTTTGATTCACTTTTGGACACAAA
189 L D N L S G L T S RN Y FLVNSGTS SR RE 1T G I Q F FD S LLUDTK
EcoO1091 (1282)
1201 GAAAATAGAACGATTCAACCCTCCCAGCAATGTCACCGTACGTTGCAACACGACGCACTGCCTCGTACGGTGGAAACAGCCCAGGACCTATCAGAAGCTG
213 K | E R FN PP SNVTV RCNTTMHTCLVI RWIKI QPR RTYQK L
Pvull (1321) Asel (1372)

1301 TCGTACCTGGACTTTCAGTACCAGCTGGACGTCCACAGAAAGAATACCCAGCCTGGCACGGAAAACCTACTGATTAATGTTTCTGGTGATTTGGAAAATA
247 S Y L D FQ YQLDVHI RIKNTQ®PGTENILIL INVSGD L EN
Dralll (1435) Pstl (1454)

1401 GATACAACTTTCCAAGCTCTGAGCCCAGAGCAAAACACAGTGTGAAGATCAGAGCTGCAGACGTCCGCATCTTGAATTGGAGCTCCTGGAGTGAAGCCAT
280R Y N F P S S E P RAKWHSV K I RAADVI R I LNW S SW S E A I

BsrGI (1535)

1501 TGAATTTGGTTCTGACGACGGGAACCTCGGCTCTGTGTACATTTATGTGCTCCTAATCGTAGGAACCCTTGTCTGTGGCATCGTCCTCGGCTTCCTCTTT

33 E F G S DDGNULGSV Y I YV L L IV GTLVCG I V LG F L F
Bsu36I (1608) BbslI (1678) EcoRI (1699)

1601 AAAAGGTTCCTTAGGATACAGCGGCTGTTCCCGCCAGTTCCACAGATCAAAGACAAACTGAATGATAACCATGAGGTGGAAGACGAGATCATCTGGGAGG

347 K R F L R I Q R L F PPV PQ I KDJIKLNUDNHTEVEDTE I I W E

Mscl (1791)

Nhel (1785)

1701 AATTCACCCCAGAGGAAGGGAAAGGCTACCGCGAAGAGGTCTTGACCGTGAAGGAAATTACCTGAGACCCAGAGGGTGTAGGAATGCTAGCTGGCCAGAC
380E F T P E E G K G Y R E E V L T V K E | T e
1801 ATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAA

Hpal (1923)  Mfel (1934)
1901 CCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAA

EcoRI (2019)
2001 CCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGG
- -

2101 CATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACT

Sapl (2201) Sspl (2258) Swal (2272)
2201 AGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATA

EcoO1091 (2333)
2301 AATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAAT




2401 TGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAAT
494 ¢ N R T Y K L P I L E E I T T KV L K G N M E |
BstXI (2562)

2501 GAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGG

1174 L V F C D PAYDS I L ERCMGT CU®PSVVU R I SRDVEDSY@®P
Stul (2697)

2601 TGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGG

834H R V AV | T D FDKAQGNJSVASG I A I A EACVTVU RG I YA

2701 CCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGT

54 E | HV A S I | EG T K TR I AAGV HHIKNDEYLMT I K ET

BbsI (2843)
Xmnl (2839)

2801 GGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGC

174 AV EV L E L DQQS I N F T K M-
Asel (2905)
2901 CGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTA
-

Spel (3060)
3001 CCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGA
-

SnaBI (3188)
3101 GACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTA

Ndel (3293)
3201 CTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGA

3301 TACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCA

Pacl (3479)
Pstl (3472)
Sdal (3471) BspLUI11I (3489)
3401 TTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCA
-

3501 AAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAA

3601 GTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGG

3701 ATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGC

ApaLlI (3803)
3801 TGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAG

3901 CAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATT

4001 TGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTT

4101 TGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAG

Eagl (4239)
Pacl (4219) Swal (4228) NotI (4238)
4201 GGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCG

4301 TAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATC
4401 GAA
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