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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV  (441)
401
BspHI (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCATCATGACTAAAAAAAATTCTAGCATCTTCCATTTTGCCAT
- 1IPM T K K NS S | F HF A |
601 CATCTTTATATTAATACTTGAGATCAGAACTCAATTATCTGATGAAAGTGAATTTTTAATTGACAGGTCAAAAAGAGGTCTCACCTATGTTCCCAAAAAC
13 |1 F | L I L E I R T QL SDZESETFLI DRSIKR RGLTY VP KN
701 TTATCCCTGGAAACAACCATCTTAGATATATCATACAACTATATTTCTGAGCTTCAGATGCCTGACATCCTCTCACTATCAAAGCTGAAGATTTTGATAA
47 L S L E T T I L DI S Y NY I S ELQMZ®PDI I L SL S KL K I L
801 TTTCTCATAATAGAATCCAGTATCTTGACTTGAGTGTTTTTAAATTCAACCAGGAACTGGAATACTTGGATTTGTCCCACAACAATTTGGAGAAGATTTC
801 S H N R I Q Y L DL SV FKTFNAOQETLTEYLUDTLSHNNILTETKTI S

BspLUI1I (983)
901 TTGCCACCCTACTCTGAACCTCAAGCACTTAGACCTCTCATTTAATCCATTTGATGCCCTGCCCATATGCCAAGAGTTTGGCAACATGTCTCAACTAGAA
113 C H P T L N L K HLDLSTFNPTFUDATLZ PI COQETFGNMSIOQLE
1001 TTTCTGGGGTTGAGTGCCACACAGTTACAGAAATCCAGTGTGCAGTCAATCACTCATTTGCACATCAGCAAGGTTTTATTGGTCTTAGGAGATACTTATG
147" F L G L S A T QL QK S SVQS ! THLUHI SKVLTLVLTGHDT.Y
1101 GGGAAAGAGAAGATGCCGAGAGCCTTCAAGACCTTAAGACACAGAGTCTGCACATTGTTTTCCCCACAGGAAAGGAATTCCATTTTATTTTGGACGTGTC
180G E R E D A E S L QDLIKTAOQSLUHI VFPTGIKTETFHTFTILDUVS
BstBI (1270)
XcemI  (1208) Bsp1191 (1270)
1201 AGTCGGCACCACAGTGAGTCTGGAACTGTCTAATATCAAATGTGTGCTTGATGATAATGGGTGTCCTTATTTCGAAAATGTTCTGTCAAAACTTCAAAAG
213 V. G T T VvV S L E L S N1 KCVLDUDNGT C®PYTFTENVLSTZKTLAOQEK
Scal (1394)
1301 AACTCAAGGTTATCAAATCTTACTTTAAACAACATTGAAATAACTTGGAATTCCTTCTTCACGATCCTCCAGTTGGTTTGGCGTACAAACATTGAGTACT
247* NS R L S N L T L NNI E I TWNSJST EFTFTILQLVWR RTNI E Y
BStEII (1426) Xbal (1438) Stul (1472)

1401 TCTCCATTTCAAATGTGAAACTACAAGGTTACCTTGACTCTAGAGATTTTGATTATTCTGACACTTCACTGAAGGCCTTGTCTATACACAAAGTTGTCCA
280kF S I S NV KL QG Y L DS RUDTFUDYSDTS STLIKATLS I HZKV VH
1501 TGATGTGTTCAGTCTTCCACAAGGTTATGTCTATAAAATATTGTCAAATATGAACATCCAGCATCTCACAGTGTCTGCTGCACACATGGTCCACATGGTC
313 D VF S L P QGY VY KT IULSNMNIGQHLTVSAAUHMVYUHMYV

BsrGI (1675)

1601 TGCCCATCCCAAATTAGCCCATTTCTGTATTTGAATTTTTCCAATAATCTCTTAACAGACACAGTTTTCATAAACTGTACAAATTTGGCTAATTTGAAGA
347 C P S QI SPFLYLNTFSNNLTLTDTVFINTC CTNTLANTL K
1701 CACTTATCCTACAAAAGAATCAGTTAAAAGAACTTGTAAACATAGTTCATATGACCCAGGAAATGAAGTCTCTACAACAACTGGATGTTAGCCAGAATTC
38T L I L Q K NQL K EL VNI VHMTA QEMTE KT SLI QQLDV S QNS
1801 CCTGATGTATGATGAAAGTGAAGGAAATTGCCCTTGGGCCAGAAATTTATTAAGTTTAAATATGTCTTCAAATATACTTACTGACTCTGTTTTCAGATGT
413 L M Y D E S E G NG CPWAURNTLTULTSTLNMSSNILTDSVTFRTC

Xbal (1971)
1901 TTACCTCCTCAGATCAAGGTTCTTGATCTTCACAATAACAGAATAAGGAGCATCCCTAAAGATGTCACTGGTCTAGAAACTTTGCAAGAACTCAACCTTG
447 L P P Q | K VL DL HNNR RTI RS I PKDVTSGLTETTLG QETLNTL
Pvull (2090)
2001 CTTCCAATTCTTTAGCCCACCTTCCTGGATGTGGTATCTTTAGCAGCCTTTCCATACTGATCATTGACTATAACTCAATTTCCAATCCATCAGCTGATTT
480kA S N S L A HL P GCG I F S SLS 1T L1 I DYNSTISNPSATDTF
Eco01091 (2122)
2101 CTTCCAGAGCTGCCAGAAGATTAGGTCCCTCAAAGCGGGGAACAATCCATTCCAATGTTCCTGTGAGCTAAGAGACTTCATCCAAAGTATAGGCCAAGTA
513 F Q S C Q K I R S L KAGNNZPTFQCS ST CETLT RUDTFI QS 1 G QV
BspEI (2247)
2201 TCAAGTGACGTGGTAGAGGGCTGGCCTGAGTCTTATAAGTGTGACTATCCGGAAAGCTACAAGGGAACCCCTCTAAAGGACTTCCAGGTATCTGAGCTAT
547 S S DV V E GWUPE S Y KCDYZ PESYIKGTTPLIKTUDTFIGQVSE'L
Acc65I (2396)
2301 CCTGCAACACAGCTCTGCTGATCGTCACCATTGTGGTCCCTGGGCTGGTGCTGGCTGTTGCTGTGACTGTCCTCTGTATCTACCTGGATCTGCCCTGGTA
580kS C N T A L L I VT I V VP GLVLAVAVTVLT CI Y LDLTZPWY
Bsu361 (2400)

2401 CCTCAGGATGGTGTGTCAGTGGACCCAGACCCGGCGCAGGGCCAGGAATGTACCCTTGGAAGAACTCCAAAGAACTCTCCAGTTCCATGCTTTTATTTCA
613 L R M V C Q W T Q T RRRARNVTPTLTETETLUI QRTTLIG QTEUHATETI S
2501 TATAGTGGGCACGATTCTGCCTGGGTGAAGAATGAATTAATACCTAACCTAGAAAAAGAAGATATAAGAATTTGTCTCCATGAGAGAAACTTTGTTGCTG
647* Y S G H D S A W V K N E L I P NLEKTETDTI R 1T CLUHETR RNTF VA
2601 GCAAGAGCATTGTGGAAAATATCATCAACTGCATTGAGAAAAGTTACAAATCCATCTTTGTCTTGTCTCCCAACTTTGTCCAGAGCGAATGGTGCCATTA
680*G K S | V E N I I N C 1 E K S Y K S I FVLSPNTFVQSEWTCHY



BamHI (2766)

2701 TGAACTCTACTTTGCCCACCACAATCTCTTCCATGAAGGATCTGATAACTTAATCCTGATCTTGCTGGATCCCATTCCACAGTATTCCATTCCTAGCAGC
713 E L Y F A HHNWLTFHESGSIDNLT I L I L LDZ®PI1I PQY S 1 P S'S
2801 TACCACAAGCTAAGAGCTCTCATGGCACAGAGAACTTATTTGGAATGGCCCAAGGAGAAGAGTAAACACGGACTTTTTTGGGCTAACCTAAGAGCATCCA
747v Y H K L R A L MAQRTYULEWPI KTEIZ KSIKHSGLTFWANTLR RAS

Mscl (2947)
Nhel (2941)
2901 TTAATATTAAACTGATGGAAAAAGCAGCAGAAATACATTAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAAT
7801 N I K L M E K A A E | H e

Hpal (3079) Mfel (3090)
3001 GCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATT

3101 CATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAA
e

3201 ACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCA

Sapl (3357)
3301 GCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACAT

Swal (3428) EcoO1091 (3489)
3401 TCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCAT

3501 AATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTAC
414 ¢ N R T Y
3601 TTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGC
1354 L P I L E E I T T K V L KGNWME I L VF CDUPAYUDS I L ERSTC
3701 ACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCT
1024 M G C P SV VR 1 S RDVEDSY®PHRVAVI TDTFUDZKIQGNS
Stul (3853)

3801 CACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTG
699 V. A S G I A Il A EACVTVRSGI YAEI HVASI1 I EGTIKTHR
3901 ATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGG

354, AA GV HHKNDTEYLMT I KETAVEUVLETLUDA QQSI NTFT
4001 TCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTA
29 K M - -y
4101 TCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGG

Spel (4216)
4201 AAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTG
-

SnaBI (4344)
4301 ATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAAT

4401 GCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTC

4501 CACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGC

Pacl (4635)
Pstl  (4628)

Sdal (4627) BspLU11I (4645)
4601 GGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCT
e

4701 GGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCG

4801 TTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTC

ApaLl (4959)
4901 ATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATC

5001 CGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGT

5101 GCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAG

5201 TTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGA

Eagl (5395)
Pacl (5375) Swal (5384) Notl (5394)

5301 TCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCC

5401 GCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAA
5501 ACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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