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Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Pspl14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
BspHI (560)
KasI (535) Agel (552)
501 CTGAGATCAccggtcatCATGAGATATATCAGAAGCATTTACATATTTTGTAGTAT
- iI* M R Y I R S I Y I F C S

601 TGTTACGTCTGTGCGTAGTGGGGCTTCAGAGCTGCCCGAAGAAAGGGAATTGACTACCAACTTCTCCAGCATGTCTTTAACAAAGGTTCCTGAAGGCTTG
13 VvV T S VR S GA S ELPGETET RTETLTTNTFSSMSTLTIKVZPEGIL
701 ACCCCAATTACAACCACATTGGATTTGTCTTATAATCTCCTTTTTCAACTCCAGCATTCAGATTTCCGTTCTCTCTCTAAACTGAAAGTTTTGATTCTAT
47 T P | T T T L DL SYNJLTULTFO QLI QHSDTFR RS SILSZI KTLTEKUVLIL

EcoRV (823) EcoRI (838)
801 GCCACAACAGAATCCAAGAGCTGGATATCAAGACCTTTGAATTCAACAAGGAGTTAAGCTACTTAGATGTGTCTAACAACAGACTGAAGAGTGTAACCTG
80kC H N R I Q E L DI KTTFETFNIKTETLSYULDVSNNR RTLIEKSVTW
Belll (927) AvrlI (999)

901 GTTCTCACTGGCAGGTCTCAGACATTTAGATCTGTCCTTCAATGACTTTGACACTCTGCCTATCAGCGTAGAAACTGGCAACATGTCACACCTGGAAACC

113 F S L A G L R HLDULSTFNDTFODTTULZ PISVETS GNMSUHLTET
1001 CTAGGTTTGAGTGGGGCAAAAATACAAAAATCAGATTTTCAGAAAATTGCTCATTTGCAGCTAAATACCGTCTTATTAGGATTGAGAACTCTATCTCATT

147 L G L S G A K I Q K SDF QK1 AHLO QLNTVLILSGTLT RTTLSH

Dralll (1141)

1101 ATGAAGAAGGTAGCTTGCCCATCTTAAACACAACAAGACTTCACATTGTGTTACCAGTGAACACAAATTTCTGGGTTCTTTTGCATGATGGAATCAAAAC

180kY E E G S L P I L NT TRULUHI VLPVNTNTFWVLTLUHIDGI KT
1201 TTCAAAAATATTAGAAGTCATCAATATAGATTTGCAAAAGAGCCAGTTTACGAGTTATGAATCTCAACAAATTCCTATTTTAGAAAATGCCAAGACATCC
213 S K I L EV I NI DL QKSOQFTSYZESOQQI P 1 LENATZKTS

Scal (1379)
1301 ATTCTGTTACTTAATAAAGTTGACTTATCCTGGGACGATCTTTTCCTCATCTTCCAATTGGTTTGGCATACATCAGTAGAGTACTTTCAGATTCAACATG
247 1| L L L NK V DL SWDUDULT FTULI F QL VWHTSVEYTFQIl QH
BsrGI (1482)
1401 TGACCTTTGGAGGTAAGGTTTATCTTGACCACAATTCATTTGACTACTCAAATACTGTAATGAGAACTATAAAACTGGAACATGTACATTTTAGAATTTT
280V T F G G K VY L DHNJSTFDY SNTUVMU RTI KL EWHVHTFEFR I F
1501 TAATATCCCCCAGGAGAGCATCTACTTGCTTTTTACCAAAATGGATATAGAAAACCTGACAATATCAGATGCACAAATGCCTCACATGCTGTTCCCTATG
313 N I P Q E S | Y L L F T KMD I ENLTI SDAQMUZPMHMLFPWM
1601 TACCCTACAAGATTCCAATATTTAAATTTCGCTAATAATATCTTAACAGATGATGTGTTTAAAAAATCTATCCAATTGCCTCATTTGAAAACTCTCATCT
347k Y P T R F Q YL NF A NN1T L TDDVFIKIKS 1T QL P HL K TL I
Bsu36l (1758)  Bglll (1770)
1701 TGAAGGACAATAAATTGGAGACACTTTCCTTAGTGAGTCACTTTGCCAGCAACACATCCCTGAGGCACTTAGATCTGAGTGAAAATCTGTTACAACATGA
380kL K D N K L E T L S LV SHTFASNTSULIRUHLTUDLSENTLTLG QHE
Mscl (1819) BStEIT (1833)
1801 AAATGATGAAAATTGCTTGTGGCCAGAAACCTTGGTCACCATGAACTTGTCATTCAACAAATTTGCTGATTCTGTTTTTGGGTGCTTGCCTAGAAACATT
413 N D E N C L W®PETULVTMNILST FEFNI KT FADSVFGT CLPR NI
1901 CAAATACTGGACCTGAATAGTAACAAAATTCAAACTGTCCCTAAAGCGATTACTCACCTGACATCTTTGCGAGAGTTAAATCTTGCATTTAATTTTCTAA
447 Q I L D L NS NK I QT VP KAI THLTS SULURETLNLATFNTFL
Psp14061 (2044)
2001 CTGATCTTCCTGGGTGCAGTCATTTCAGAAGACTCTTAGTTCTGAACGTTGAAATGAACTTAATTCTCAGCTCATCTCTGGATTTTTTCCAGAGCTGCCA

48T D L P G C S H F R R L L VL NVEMNLTIULSSSLDTFTFQSTCAQ
2101 GGAAGTTAAAACTCTAAATGCAGGAAGAAATCCATTCCGATGTACTTGTGAATTAAGAGATTTCATTCAGCTTGGAAAATACTCAGAAGGCATGATGGTT
513 E V K T L NA GRNWPTFRTCTT CETVLI RDTFI QL GKY S EGMMYV

BsaBI (2260)
2201 GGATGGTCAGATTCATACATCTGTGAATACCCTTTGAATCTAAAGGGGACTCAGTTAAAGGATGTTCATCTTCCAGAAATATCTTGCAACACAGGTTTGC
547 G W S D S Y I C E Y P L NL K GTAQL KDV HLU®PET'I S CNTGL
2301 TGATTGTCACCATTGTGGTTGTCATGCTCGTTCTGGGGATGGCTGTGGCCTTCTGCTGCCTCCACTTTGATTTGCCCTGGTATCTCAGGATGCTGCATCA
580L | V T | V V VML VL GMAVATFTCTCLUHTFUDLUPWY L RMILHAQ
2401 ATGGACTCAGACATGGCTCAGGGTTAGGAAGACAACTCAGGAACAACTCAAAAGAAGTGTCCAATTCCATGTGTTTATTTCATACAGTGAACATGATTCT
613 W T Q T W L R VR K T T QE QL KR SV QFHVF I SY S E HDS
Xbal (2529) BspHI (2565)
2501 GCCTGGGTGAAGTATGAATTGATTCCCAGTCTAGAGAAAGAAGATGGTTCTGTTCTGATTTGCCTTCATGAGGGAAACTCTGACCCTGGCAAGAGCATGA
647 AW V K Y E L I P S L E KE DGS VL I CLHETGNSDUPGTZ K SM
2601 CTGAAGATACCATAAACTGCATTGAGAAAAGTTACAAGTCCATCTTTGTTTTGTCTCCCAGCTTTGTCCAGACTGAATGGTGCCATTATGAACCCTACTT
680FT E D T I N C I E K S Y K S I F VL S?PSTFVQTEWTCHYEPYTF
EcoRV (2786)
2701 TGCCCACCACAATCTCTTCCATGAAAGTCTTGATTACATAATTCTTATCTTACTGGAACCCATTCCACTCTACTGCATCCCTACCAGATATCCTGAGCTG
713 A H HNULFHESLODY I I L I LLE®PI PLYTCI1 P TR RYPEL



Sapl (2884)
2801 AAAGCTCTCATGGAAAAGAAAGCATACTTGGAATGGCCCAAGGATAGGCGTAAATGTGGCCTTTTTTGGGCAAACCTTCGAGCTGCPTCTTCATGTTAATT
747n K. AL M E K K A Y L EWZPIKDU RIRI KT CGLT FWANLIZ RAATLHVN
2901 TATTAGACACCAGAGGGACATGTGAACTACAGACATTCACAGAACTGAATGAAGGGTTTGGAGGTTCTGCAATCTCTCTGATCAGAACAGACTGCCTGTA
780kL L D T R G T C E L QT F TEULNTESGTFGGSAI1 S L I R TDTCTL e
Mscl (3008)
Nhel (3002)
3001 GAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGC
813k

Hpal (3140)
3101 TATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTT

EcoRI (3236)
3201 TTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTT
[ -

3301 CTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATT

Sapl (3418)
3401 TTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACA

Eco0109I (3550)
3501 TCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAG

3601 GAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGC
414 ¢ N R T Y K L P I L E E I T T K V L
Sacl (3750) BstXI (3779)
3701 TTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCA
1224k G N M E | L VF CDPAY DS 1 L ERI CMSGT CU®PSVVZ R I SR DV
3801 CCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGT
894 E D S Y P HR VAV I T DFDI K QGNZSVASGI A I AEATCVT
Stul (3914)
3901 GACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGC
se4 VR G I Y A E I HV A S | | EGTIKTWR R I A AGV HHIKNDE Y L
4001 ATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACT
224M T | K E T AV E VL E L D QQS I NTFTIKM=-
Asel (4122) Sacl (4179)
4101 ATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCT
-

Spel (4277)
4201 CCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATT
-

4301 GACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATG

SnaBI (4405)
4401 ACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGG

Ndel (4510)
4501 GCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTAC

Pacl (4696)
Pstl (4689)
Sdal (4688)
4601 TATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAA

4701 TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCA
e

4801 CAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCG

4901 ACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCG

ApaLI (5020)
5001 TTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGA

5101 CTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTAC

5201 ACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTA

5301 GCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAA

Eagl (5456)
Pacl (5436) NotI (5455)
5401 CGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTG

5501 GTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGC
5601 CAGAACATTTCTCTATCGAA
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