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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

Ncol (560)
BSstEII (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGGCCCCCGCTGCACCCTGCACCCCCTTTCTCTCCT

- 1M G P R C T L HUP L S L L

Ecod7III (612)
601 GGTGCAGGTGACAGCGCTGGCTGCGGCTCTGGCCCAGGGCAGGCTGCCTGCCTTCCTGCCCTGTGAGCTCCAGCCCCACGGCCTGGTGAACTGCAACTGG
13 v Q VT AL AAALAQGR RTLUPATFILTZPTZ CETLTU QQPUHGLVNTCNW

Xmal (740)
701 CTCTTCCTGAAGTCCGTGCCCCACTTCTCGGCGGCAGCGCCCCGGGCCAACGTCACCAGCCTCTCCTTACTCTCCAACCGCATCCACCACCTGCACGACT
47 L F L K S VP HF SAAAPIRANVTSTULSTLULSNTZ RIHHLIHTD
NgoMIV (855)
Tth1111 (802) Nael (855)

801 CCGACTTCGTCCACCTGTCCAGCCTACGAACTCTCAACCTCAAGTGGAACTGCCCGCCGGCTGGCCTCAGCCCCATGCACTTCCCCTGCCACATGACCAT
80*S D F V H L S S L R TULNULIKMWNT CPUPAGLSUPMHTFUPTCHMT.I
901 CGAGCCCAACACCTTCCTGGCCGTGCCCACCCTGGAGGAGCTGAACCTGAGCTACAACAGCATCACGACCGTGCCTGCCCTGCCCGACTCCCTCGTGTCC
113 E P N T F L AV P TLETELNLSYNS1T TTVZPALU®PUDSTL VS
BstGI (1073)
1001 CTGTCGCTGAGCCGCACCAACATCCTGGTGCTAGACCCCACCCACCTCACTGGCCTACATGCCCTGCGCTACCTGTACATGGATGGCAACTGCTACTACA
147 L S L S R T N I L VL DPTHLTSGLHAL I RY L YMDSGNT CYY
1101 AGAACCCCTGCCAGGGGGCGCTGGAGGTGGTGCCGGGTGCCCTCCTCGGCCTGGGCAACCTCACACATCTCTCACTCAAGTACAACAATCTCACGGAGGT
180K N P C Q G A L EVV?PGALULSGLGNLTMHLSULIKYNNTLTTEV
Bsu36I (1267)
1201 GCCCCGCAGCCTGCCCCCCAGCCTGGAGACCCTGCTGTTGTCCTACAACCACATTGTCACCCTGACGCCTGAGGACCTGGCCAATCTGACTGCCCTGCGC
213 P R S L PP S L ETULULULSYNHI VTLTU®PEUDILANTLTATLR
Sdal (1349)
1301 GTGCTTGATGTGGGGGGGAACTGCCGCCGCTGTGACCATGCCCGCAACCCCTGCAGGGAGTGCCCAAAGGACCACCCCAAGCTGCACTCTGACACCTTCA
247» V. L D V G G N CR R CDHARNZPTU CR RTETCPIKDUHPIKTILHSDTTF
Dralll (1458)
1401 GCCACCTGAGCCGCCTCGAAGGCCTGGTGTTGAAAGACAGTTCTCTCTACAACCTGGACACCAGGTGGTTCCGAGGCCTGGACAGGCTCCAAGTGCTGGA
280kS H L S R L E G L VL KWDSSLYNULUDTU RMWT FU RS GLIDIZ RILIOQUVLD
Fspl (1565)
1501 CCTGAGTGAGAACTTCCTCTACGACTGCATCACCAAGACCACGGCCTTCCAGGGCCTGGCCCGACTGCGCAG CCTCAACCTGTCCTTCAATTACCACAAG
313 L S E N F L Y DOC 1! T KTTATFQGLARILI RS L NLSTFNYHK
PpulOl (1669)
Nsil  (1669)
1601 AAGGTGTCCTTTGCCCACCTGCACCTGGCACCCTCCTTTGGGCACCTCCGGTCCCTGAAGGAGCTGGACATGCATGGCATCTTCTTCCGCTCGCTCAGTG
347k K VS F A HL HLAZPS ST FGHILRSLIKTELIDMHGI I F F R S L S
1701 AGACCACGCTCCAACCTCTGGTCCAACTGCCTATGCTCCAGACCCTGCGCCTGCAGATGAACTTCATTAACCAGGCCCAGCTCAGCATCTTTGGGGCCTT
38kE T T L Q P L VQLPMLOQTL RLAQMNTFI NQAQL S 1 F GATF
1801 CCCTGGCCTGCTGTACGTGGACCTATCGGACAACCGCATCAGCGGAGCTGCAAGGCCAGTGGCCATTACTAGGGAGGTGGATGGTAGGGAGAGGGTCTGG
413 P G L L YVDLSIDNR RI SGAARUZPVAI TREVDSGT RTETRVW
1901 CTGCCTTCCAGGAACCTCGCTCCACGTCCACTGGACACTCTCCGCTCAGAGGACTTCATGCCAAACTGCAAGGCCTTCAGCTTCACCTTGGACCTGTCTC
447 L P S R N L A P RPLUDTIULIZ RSEUDTFMPNT CIKATFSFTL DL S
XhoI (2050)

2001 GGAACAACCTGGTGACAATCCAGTCGGAGATGTTTGCTCGCCTCTCACGCCTCGAGTGCCTGCGCCTGAGCCACAACAGCATCTCCCAGGCGGTCAATGG
48R N N L V T I Q S EM F AR L S RULET CLU RILSHNSI S QAVNSE
2101 CTCTCAGTTTGTGCCGCTGACCAGCCTGCGGGTGCTGGACCTGTCCCACAACAAGCTGGACCTGTATCACGGGCGCTCGTTCACGGAGCTGCCGCGCCTG
513 S Q F v P LTS SULW RVLUDTULSHNIKILUDTULYWHS G RST FTTETLPR RIL
2201 GAAGCACTGGACCTCAGCTACAATAGCCAGCCCTTTACCATGCAGGGTGTGGGCCACAACCTCAGCTTCGTGGCCCAGCTGCCCGCCCTGCGCTACCTCA
547 E AL DL SYNSQPTFTMQGV GHNLS ST FVAOQLUPATLR RY'L
2301 GCCTGGCGCACAATGACATCCATAGCCGAGTGTCCCAGCAGCTCTGTAGCGCCTCACTGTGCGCCCTGGACTTTAGCGGCAACGATCTGAGCCGGATGTG
580kS L A H N D I HS RV S QQLCSASULT CALUDTFSGNDLSU RMW

BbrPI (2492)
2401 GGCTGAGGGAGACCTCTATCTCCGCTTCTTCCAAGGCCTAAGAAGCCTAGTCTGGCTGGACCTGTCCCAGAACCACCTGCACACCCTCCTGCCACGTGCC
613 A E G D L Y L R F FQGLRSLVWLUDIULI S QNHLUHTTLTLUZPR RA
2501 CTGGACAACCTCCCCAAAAGCCTGAAGCATCTGCATCTCCGTGACAATAACCTGGCCTTCTTCAACTGGAGCAGCCTGACCCTCCTGCCCAAGCTGGAAA
647 L D N L P K S L K HL HLRDNNILATFT FNWSSLTILILUP KL E
2601 CCCTGGACTTGGCTGGAAACCAGCTGAAGGCCCTAAGCAATGGCAGCCTGCCATCTGGCACCCAGCTGCGGAGGCTGGACCTCAGTGGCAACAGCATCGG
680k T L D L A G N QL KAL SNGS STULU®PSGTAOQL R RLUDILSSGNSII G



2701 CTTTGTGAACCCTGGCTTCTTTGCCCTGGCCAAGCAGTTAGAAGAGCTCAACCTCAGCGCCAATGCCCTCAAGACAGTGGAGCCCTCCTGGTTTGGCTCG
713 F V NP G F F A LAZKZ QLTETETLNLSANALTEKTVETPSMWTFGS
2801 ATGGTGGGCAACCTGAAAGTCCTAGACGTGAGCGCCAACCCTCTGCACTGTGCCTGTGGGGCGACCTTCGTGGGCTTCCTGCTGGAGGTACAGGCTGCCG
747* M V G N L K VL DV SANZPTLUHTCACGATT FUVGTFILTLTEVQAA

Fspl (2964)
2901 TGCCTGGGCTGCCCAGCCGCGTCAAGTGTGGCAGTCCGGGGCAGCTCCAGGGCCATAGCATCTTTGCGCAAGACCTGCGCCTCTGCCTGGATGAGACCCT
780V P G L P S RV KCGSPGQLI QGHS SI FAQDTLT RTLTECLUDTETHL
Neol (3032)

3001 CTCGTGGAACTGTTTTGGCATCTCGCTGCTGGCCATGGCCCTGGGCCTGGTTGTGCCCATGCTGCACCACCTCTGCGGCTGGGACCTCTGGTACTGCTTC
813 S W N CTF G 1 SLLAMALTGLVVZPMLUHUHLTCGWDTLWYCTF
3101 CACCTGTGCCTGGCCTGGCTGCCCCACCGAGGGCAGCGGCGGGGCGCAGACGCCCTGTTCTATGATGCCTTCGTGGTCTTTGACAAAGCTCAGAGTGCTG
8478 H L C L A WL PHRGI QRT RGADATLTFEFYUDATFVVFDI KA AU QSA

BstGI (3212) Kasl (3251) BstEII (3290)
3201 TGGCCGACTGGGTGTACAACGAGCTGCGGGTGCAGCTGGAGGAGCGCCGTGGGCGCCGCGCACTGCGCCTGTGCCTGGAGGAGCGAGACTGGTTACCTGG
880V A D W V Y N E L RV QL E ERURGRI RALT RLTCECLTETETR RUDMWTLTPG
Tth1111 (3373)
RsrIl (3371)

3301 CAAGACGCTCTTCGAGAACCTGTGGGCCTCAGTCTACAGCAGCCGCAAGACCCTGTTTGTGCTGGCCCACACGGACCGTGTCAGCGGCCTCTTGCGTGCC
913 K T L F E N L WA S VY S SRIKTLTFUVLAUHTIDR RVSGLTLTRA
3401 AGTTTCCTGCTGGCCCAGCAGCGCCTGCTGGAGGACCGCAAGGACGTTGTAGTGCTGGTGATCCTGCGCCCCGATGCCTACCGCTCCCGCTACGTGCGGC
9470 S F L L A Q Q R L LED RIKUDVVVLVILZRZPUDATYTZ RST RY VR
3501 TGCGCCAGCGCCTCTGCCGCCAGAGTGTCCTCCTCTGGCCCCACCAGCCCCGTGGGCAGGGCAGCTTCTGGGCCCAGCTGGGCACAGCCCTGACCAGGGA
980kL R Q R L C R Q S VLLWPUHO QPR RGQGS ST FWAOQLTGTATLTRTD

Dralll (3655) Nhel (3675)
3601 CAACCACCACTTCTATAACCGGAACTTCTGCCGGGGCCCCACGACAGCCGAATAGCACTGAGTGACAGCCCAGTTGCTAGCTGGCCAGACATGATAAGAT
1013 N H H F Y N R N F C R G P T T A E
3701 ACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAG

Hpal (3813) Mfel (3824)
3801 CTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAA

EcoRI (3909)
3901 TGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATC
—_— -

4001 AGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCAT

SspIl  (4148) Swal (4162)
4101 TTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTT

4201 ATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAA

4301 GAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAG
4414 ¢ N R T Y K L P I L E E I T T K V L K G NWMTE I L V F
4401 CAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAG
1134¢c b P A Y D S I L ERCMSGT C®PSVVZRI SRDVETDSYPHTR RVA
4501 CCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTG
g4 Vv | T D F DK QGNSVASGI A Il AEACVTVR RGI Y AE I H
4601 GACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCC
474 V. A S I | E G T K T R I A A GVHHIKNDTEYLMTI KETAVE
BspHI (4737)
BbsI (4733)
Xmnl (4729) Asel (4795)
4701 ACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAA
13dv L E L D Q QS I NF T K M-
4801 TTGTCAAAACAGCGTGGATGGCGTCTCCAGCT TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTT
]

Spel (4950)
4901 GCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAA
-

SnaBI (5078)
5000 ATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGT

Ndel (5183)
5100 AGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGA

5200 TGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACG

Sdal (5361)  Pacl (5369) BspLU11I (5379)
5300 TCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCC
-

5398 AGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAG

5498 GTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTG




5598

5698

5798

5898

5998

6098

6198

ApaLl (5693)
TCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGC

ACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCAC

TGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATC

TGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGC

AGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTT

Eagl (6129)
Pacl (6109) Swal (6118)  NotI (6128)
GGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAA

CATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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