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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) Pvull (239) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
KasI (535) Agel (552) BspHI (560)
501 CTGAGATCACCGGTCATCATGACCCTTCACTTTTTGCTCCTGACCTGCCTTTTCCT
. 1M T L HF L L L T C L F L
Xbal (643)
601 GCTAATTCCTGATTCCTGTGAGTTCTTCACTGGAGCCAATTATTCTAGAAGCTACCCTTGC GATGAGAGAAAAGAAAATGGCTCTGTCATTGCAGAGTGC
13 L I P DS CETFFTGANYSRSYU®PCDTETRIKTENGS SV I AESTC
Xmnl (793)
701 AA CAATCGTCAACTTCAGGAAGTACCCCGAAGAGTGGGCAACTATGTGACTGAACTGGACCTGTCTGATAACTTCATCAGACGCATAACCAATGAATCCT
47 N N R Q L Q E VPRRVGNYVTEILUDILS ST DNTFII RR I TNTES
801 TTCAAGGGCTGCAAAATCTGACTAAAATAAATCTAAACCACAACGCCAAGCTGTGGCCCCAGAGTGAAAACGGTATGACTATTACAGATGGGGCGTTTCT
80FF Q G L Q N L T K I NLNHNAKILWPQSENGMT I TDGATF L

Bsu36l (912)
901 CAACCTCCATCACCTCAGGGAGTTGCTGCTGGAAGACAACCAGTTACGTGAAATACCCACTGGCTTGCCAGAATCTTTGAGAGAGCTTAGTCTAATTCAA
113 N L H H L R E L L L E DN QLU REIl PTOGLU®PESTILITZ RETLSTL I Q
BspLUI1I (1028)
1001 AACAAAATCATTCTGTTAAATACAAAGAACATGTTTGGACTTAGGAAACTGGAAAGTCTCTATTTGGGCTGGAACTGCTATTTTACTTGTAATGACACCT

147 N K I I L L NTKNMTFGLRIKTULE STLYULGWNTCYTFTT CNDT
1101 TTATCATAGACGAGGGAGCATTTGAAAATTTTACGAATTTGAAGGTGCTGTCATTATCTTTTAACACCCTTTACCGGGTGCCACCCAAACTGCCCAGCTC
18¢*F | I D E GA F ENTF T NULIKVLSLSFNTULYRVPPIKTLUPS'S

Scal (1278)
1201 CCTGACAAAACTCTATCTTAGCAACACCAAGATAAGAAACATCAATCAGGAAGACTTCAAGGGGCTGGAAAATCTAAGAGTACTGGATCTAAGCGGGAAC
213 L T K L Y L S N T K I R NI NQEDF K GL ENUL RVLDIL S GN

BstAPI (1331)
1301 TGCCCGAGATGTTTTAACGCACCCTTTCCCTGCAACCCTTGCCCCGGAGATGCTTCAATTCAAATACACCCTCTGGCTTTTCGCTACCTGACCGAACTTC
247 C P R C F NA P F P CNW®PTCPGDAS1T QI HPLATFW RYLTE'L
BspEI (1427) EcoRI (1486)
1401 GCTACCTAAACCTCTCTAGCACTTCGCTCCGGAGGATTCCCGCAACTTGGTTTGAGAATCTGCATCATCTGAAGGTGCTGCACCTGGAATTCAACTATTT
280FR Y L N L S S T S L RR I P A TWTFENILUHHILIKV L HLETFNYL
1501 GATGGACGAAATCGCCTCTGGGGAATTTTTGGCGAAATTGCCCTCCTTAGAAATACTTGACTTATCTTACAACTATGAACAGAAAAAATATCCCCAGTAC
313 M D E I A S G E F L AKULWPJSULTE I LDULSYNYTES QIKI KYPOQY
Asel (1600)
1601 ATTAATATTTCCCATTACTTTGCTAATCTTACATCTCTCCAGATATTACACTTAAGAGCTTATGTCTTCCAGGAACTTAGAAAAGAAGATTTCCAGCCTC
347k | N I S HY F A NLTSULOQI! L HLRAYVF QE L RKTETDTFOQTP
1701 TGAGAAACCTCTTGCATTTAAAGTTTATCAATTTGGGCATTAACTTCATTAAGCAAATTGATTTTACCATTTTCTCGGAGTTCTCCAACCTGTCAATCAT
380kL R N L L HL K F I NL G I NF 11 K QI DF TI1 F S EF S NUL S I 1
1801 TTACTTGTCAGAAAACAGAATATCGCCCTTAGTCAATAATACCGGGCAAAAGAATGGAGATAGACCCTCTTTCCAAAGTCATGTCCTTAAGCCACGCTCA
413 Y L S E NR I S P LV NNTUGA QI KNSGUD RUZPS ST FQSHVLKUPR'S
1901 GCAACTCCTAAGTTTGACCCACATTCAAATTTTTATCATAACACCAAGCCTTTAATAAAACCACAGTGTTCACATTATGGCAAAGCCTTAGATTTAAGCT
447 A T P K F D P HS NF Y HNTIKU®PUL I KPQCSHY GKALDTIL S
2001 TGAACAGTATTTTCTTTATTGGGCCAAACCAATTTGAAGCCTTTAAGGACATTGCCTGTTTAAATCTGTCTTCAAATGGCAACGGGCAGGTGTTACATGG
48*L N S | F F I G P N Q F E A F KD I A CLNULSSNG GNGA QVLHSG
2101 ATCTGAATTTTCACATTTGCCTGGTATCAAGTATTTGGACTTGACAAACAATAGACTAGACTTTGATGATGACGCTGCTTTCAGTGAGCTGCCGTTGTTA
513 S E F S H L P G I KY L DLTNNIARILUDTFUDUDUDAATFSETULUZPTLL
Pvull (2284)

2201 GAAGTTCTGGATCTGAGCTACAACTCCCACTATTTCCGAATAGCAGGAGTGACACACCGTCTAGGATTTATT CAAAATTTGCCTCAGCTGAGAGTTTTAA
547 E VL DL S Y NSHYTFRI A GV THR RILGTFI1I QNLUZPQL R VL
2301 ACTTGAGCCACAACAGCATCTTTACTTTAACAGAAACGTACTTAAAAAGCACGTCCCTGAAAGAATTAGTTTTCAGTGGAAACCGCCTGGACCTTTTGTG
580N L S H N S I F T L T E TY L K S TS LKTZEULVF SGNU RILIUDILTLW
2401 GAATGCCCAAGATGACAGGTACTGGCAAATTTTCAAAAATCTCAGCACGCTGACCCATCTCGATTTATCATCTAATAACCTTCAGCACATCCCGAGTGAA
613 N A Q D D R YW Q I F KNUL S TULTHULUDTULSSNNLI QHI1I P S E
2501 GCCTTCCTTAACTTGCCCCAGACTCTCACCGAACTATATATAAGTGATAATAGGTTAAATTTCTTTAACTGGTCATTACTCCAGCAGTTTCCGAATCTCA
647" A F L N L P Q T L TEWLY 1l SDNZRILNTFTFNWSILILI QQFUPNIL
2601 CCTTGCTTGACTTAAGCGGAAATGAGCTCTCCTTTTTAACAGATAGCCTATCTAAATTCACCACTTCTCTTCAGACACTGATACTGAGGCAGAACAGGAT
680FT L L D L S G NE L S F L TDJSULSKTFTTSLQTTUL I L R QNR I
2701 TTCCTACCTGCCCTCTGGCTTGCTTTCCGAAGCCAGCAGTCTGACGCACCTTGATTTAAGTTCCAACCAGCTCAAGATGGTCAACATATCCAAGCTTCAC
713 S Y L P S G L L SEASSULTHLUDLSSNA QLI KMMVNI S KL H

BstBI (2876) BsaBI (2890)
2801 GCAAAGACCACCACCAACTTAGCCATTTTAAAACTAGATAGAAACCCTTTTGACTGTACCTGTGACATCAGAGATTTTCGAAAATGGATGGATGAGAATC
747" A K T T T N L A 1 L KL DR RNWPTFDT CTT CD 1l RDTFIRIKMWMTUDE N



PshAI (2922)
2901 TGAAGGTCACAATTCCCAGACTGACGGATGTCATTTGTGCCAGTCCTGGGGATCAACGCGGGAGGAGTATTGTGAGTCTGGAGCTCACAACTTGTGTTTC

780 L K V T I P R L T DV I CASUPGDA QRS GRS 1T VSLETLTTTCUVS
3001 GGATACCATTGCGGCGATAATATGTTTCTTCACCTTTTTTGTCACCAGCACAGTTATGTTGGCTGCCCTGGCTCACCACTGGTTTTACTGGGATGCTTGG
813 D T I A A1 I CF F TFFVTSTVMLAALAUHUHMWTFYWDAW

Agel (3137)

3101 TTCATCTACCATGTGTGCTTAGCCAAGGTAAAAGGCTACCGGTCGCTTCCCACATCCCAGACTTTCTACGATGCTTATGTTTCCTATGACACCAAAGACG

847k F | Y HV C L A KV K GYIRSLUPTSAQTT FYDAY V SYDTKD
SandI (3293)
EcoO1091 (3293)

3201 CCTCTGTCACAGACTGGGTGATGAATGAGCTGCGCTTCCACCTGGAAGAGAGTGAGGGGAAAAATGTGCTCCTCTGTTTGGAGGAGAGGGACTGGGACCC

880A S V T D WV M N E L R F HULEESEGIKNVLTLTCLTETETRTDMWTDF®P

Mscl (3305)

3301 AGGACTGGCCATCATCGACAACCTCATGCAGAGCATCAACCAAAGCAAGAAGACAATATTCGTTTTAACCAAAAAATATGCCAAGAACTGGAACTTTAAA

913 G L A I I D NL M QS I NQS KK TI F VLTI KI KYAIKNMWNTF K

Pstl (3478) Scal (3491)

3401 ACAGCATTCTACTTGGCCTTGCAGAGGCTAATGGATGAGAACATGGACGTGATCGTATTCATTCTGCTGGAGCCAGTGCTGCAGCATTCGCAGTACTTGA

947 T A F Y L AL QR LMDENMDUVI VF 1l LLEW®PVLQHSOQY./L

3501 GGCTGCGGCAGAGGATCTGCAAAAGCTCCATCCTCCAATGGCCGGACAACCCCAAGGCGGAAGGCTTGTTTTGGCAAAGTCTGAAAAATGTCGTCTTAAC

980R L R Q R I C K S S I L QWU?PUDNZPIKATESGLT FWAOQSULIKNVWVVLT

Mscl (3676)
Nhel (3670)

3601 GGAAAATGATTCGCGGTATAACAGTTTGTATGTCAATTCCATTAAGTAATCCTCGGTGATGTTTGGTCGTGCTAGCTGGCCAGACATGATAAGATACATT
1013 E N D S R Y N S L Y V N S | K e
3701 GATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCA

Hpal (3808) Mfel (3819)
3801 ATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGG

EcoRI (3904)
3901 TATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGG
— -

Sapl (4086)
4001 CTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTT

Swal (4157)
4101 TATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAG

EcoO1091 (4218)
4201 GCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAG

4301 CGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTC
—— 3414 ¢ N R T Y K L P I L E E I T T K V L K GNWME Il L V F CD
BstXI (4447)
4401 AGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACA
1124 P A Y D S I L E R CM G C®P SV VR 1 SRDVETDSYPHTRVAYV
Stul (4582)
4501 ATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAG
7841 T D F D K Q G NS VASGI A I AEACVTVUZ RGI YAETI HVA
4601 CAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAG
454 'S | | E G T K TR I A A GV HHIKNDTEYLMT I KETAVE VL
BspHI (4732)
Xmnl (4724) Asel (4790)
4701 CTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTC
124 E L D Q Q S I N F T K M-
4801 AAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTC
—d

Spel (4945)
4901 AATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCC
-

SnaBI (5073)
5000 CGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAA

Ndel (5178)
5100 AGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTAC

5200 TGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAAT

Pstl (5357)

Sdal (5356)Pacl (5364) BspLUL1I (5374)
5300 GGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAA
-

5398 AAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGC

5498 GAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGC




5598

5698

5798

5898

5998

6098

6198

ApaLI (5688)
CTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAA

CCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTA

ACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGC

TCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAG

ATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCA

Eagl (6124)
Pacl (6104) Swal (6113)  Notl (6123)
TGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATAC

GCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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