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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36l (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
Nael (441)
401

Ncol (560)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGTGTTTCCAGTGTGGACGTTGAAGAGACAATTCCT
- 1M V F P VW T L KR Q F L
601 TATCCTTTTTAACATCGTCCTAATATCCGAGCTCCTTGGGGCTAGATGGTTTCCTAAAACTCTGCCCTGTGATGTCAGTCTGGATGCTCCGAATGCCCAT
13 1 L F NI VL I SELULGARMWTFU®PIKTULU®PTCDVSLDAUPNAH
701 GTGATCGTGGACTGCACAGACAAGCACTTGACAGCGATTCCTGGAGGCATTCCCACCAATGCCACCAACCTCACCCTCACCATTAACCACATAGCGAGCA
47 V. | V D C T D K HL TA Il P GG 1 P TNATNLTILTI NHI A'S

Clal (841) Bst11071 (860) ApaLlI (894)
801 TCACTCCAGCCTCCTTCCAGCAGCTGGACCATCTGGTAGAGATCGATTTCAGATGCAACTGTATACCTGTTCGACTGGGGCCAAAAGACAACCTGTGCAC
801 T P A S F Q QL DHL VEI DF RT CNT CI PVRLGPIKIUDNTLTCT
901 CAGAAGGCTGCAGATTAAACCCAGTAGCTTTAGTAAACTCACTTATTTAAAAGCTCTTTACCTGGATGGAAACCAGCTTCTAGAAATACCTCGGGATCTT
113 R R L Q I K P S S F S KL TYULIKALYLDSGNA QLTULTETIPRDIWL

BspHI (1049)
Xhol (1024) BspHI [m] (1047)
1001 CCTCCCAGCTTACAGCTGCTGAGTCTCGAGGCCAACAACATCTTTTGGATCATGAAAGAGAATCTAACAGAACTGGCCAACCTAGAGATGCTCTACCTGG
147 P P S L Q L L S L EANNI FWI MIKENLTETLANLTEWMTLYL
1101 GCCAGAACTGTTACTATCGCAATCCTTGTAATGTGTCATTTTCCATTGAAAAAGATGCTTTCCTCAGTCTGAGAAATTTAAAACTGCTCTCCCTAAAAGA
180G Q N C Y Y R NP C NV S F S |1 EKDATFULSLI RNILIKILTILSLIKTD
1201 TAACAACATCTCAGCTGTTCCCACTGTTTTGCCATCTACTTTGACAGAACTGTTTCTCTACAACAACATCATTGCAAAAATCCAAGAAGATGATTTTAAT
213 N NI S AV P T VLZP S TLTTETLTFILYNNIIT AKI1I QEDTUDTF N
Dralll (1373)
BsrGI (1369)
1301 AACCTCAGTCAACTGCAAGTTCTGGACCTAAGTGGAAATTGCCCTCGTTGTTATAATGTCCCATTTCCTTGTACACCCTGTGAAAACAATGCTCCCCTAC
247k N L S Q L Q VLDLSGNT CPRT CYNV®PTFU®PCTU®PTC CENNAUWPL
PpulOl (1421)
Nsil (1421)

1401 AGATCCATCTACATGCTTTTGATGCATTGACAGAATTACAAGTCTTACGTCTACACAGTAACTCTCTTCAGTATGTGCCCCAAAGATGGTTTCAAAACCT
280PQ | H L HA F DAULTTETLI QVLR RILHSNSILIQY VP QRWTFQNL
1501 TAATAAACTCAAGGAACTAGATCTTTCCCAAAACTTCTTGGCCAAAGAAATTGGGGATGCTAAATTTTTGCATCTTCTTCCCAACCTTGTCAAATTGGAT
313 N K L K E L DL S QNZFULAIKTETI GDAIKTFILWHLTILUPNLVIKTILTD
1601 CTGTCCTTCAATTATGAACTTCAGGTCTATCATACATTTATGAATCTGTCAGATTCCTTTTCCTCACTGAAAAACTTAAAAGTGTTGCGGATCAAAGGCT
347 L S F N Y E L Q VY HTFMNILSDS ST FS SLKNLIKVLU RI KG

SnaBI (1739)
1701 ATGTCTTTAAGGAGCTGAAAAGTTTAAATCTCTCCCCGTTACGTAATCTTCCGAATCTTGAAGTGCTTGATCTTGGGACTAACTTTATAAAAATTGCCAA

380k Y V F K E L K S L NL SPLW RNLUPNLTEVLIDLSGTNTF I K I AN
1801 CCTCAGCATATTTAAACAATTTAAAACACTGAAATTCATAGATCTTTCAGTGAACAAAATATCACCTTCAGGAGATTCGAGTGAAAGTGGCTTCTGCTCT
413 L S I F K Q F K T L K F I DL SVNZIKI I SPSGDSSESGTF C S

Bsp1201 (1927)
1901 GGCATGAGAACTTCTGCAGAAAGTCATGGGCCCCAGGTCCTCGAATCATTACATTATTTCAGATATGATGAGTATGCAAGGAGTTGCCGGTTCAAAAACA
447 G M R T S A E S H G P Q V L E S L HYTFURYUDETYARSTCR RTFKN
2001 AAGAGCCTTCTTCCTCCTTGCCTCTTAATGAAGATTGTTCCATGTATGGGCAGACCTTGGACCTAAGTAGAAACAATATATTTTTTATCAGGTCCTCGGA
480K E P S S S L P L NEDCSMY GQTULODULS SR RNNITFTF I RS S E
2101 ATTTCAGCATCTCACTTTCCTCAAATGCCTAAACTTATCAGGAAATAGCATCAGCCAAGCTCTTAATGGCAGTGAATTTCAGCCTTTAGTGGAGCTGAAA
513 F Q H L T F L K OCULNLSGNSI SQALNSGSETFIOQPTLVETLK

BstBI (2248)
2201 TACTTGGACTTCTCCAACAACCGGCTTGATTTACTCCACTCAACAGCATTCGAAGAGCTACGCAACCTGGAAGTCCTAGATATAAGTAGTAACAGCCACT
5478 Y L D F S NNR LDULTULUMHSTATFTETETLU RNLTEUVLUDTI S SNSH
EcoRV (2383)
2301 ATTTTCAATCAGAAGGAATTACTCACATGCTAGACTTTACCAAGAACCTAAAGGTTCTGAAGAAACTGATGATGAACAACAATGATATCGCCACCTCCAC
580 Y F Q S E G I T HM L DF T KNULJIKVLI KZ KTLMMNNINNTDIATST
Neol (2408) EcoRI (2437)
2401 CAGCACAACCATGGAGAGCGAATCGCTTAGAATCCTGGAATTCCGAGGAAATCATTTGGATATTTTATGGAGAGACGGTGATAACAGATACTTAAAATTC
613 S T T M E S E S L R 1 L E F R GNU HULUDTI L WRUDGUDNT RYLKF
SphI (2579)

2501 TTCAAGAACCTGCACAAGTTAGAGGAATTGGACATCTCTGAAAATTCCCTGAGTTTCTTACCTAGTGGAGTTTTCGATGGCATGCCTCCAAATCTGAAGA
647" F K N L H K L E E L DIl S ENSLSTFLZPSGVTFDGMTPTZPNILK
2601 CTCTCTCCTTGGCCAAAAATGGGCTCAAGTCTTTCAATTGGGGAAAGCTCCAGTATCTGCAGAATCTAGAAACACTGGACCTCAGCTACAACCAGCTGAA
680FT L S L A K N G L K S F NWGI KLU QYL QNTLTETTLTUDTLSYNRQ QLK



2701 GACTGTCCCTGAGAGATTATCCAACTGTTCCAGAAGCCTCAAGAAACTCATACTTAAGAATAATGAAATCAGGAACCTAACAAAGTATTTTCTACAAGAT
713 T v P E R L S NC SR S L KIKWL I L KNNZETI RNLTIKYFLQD
Spel (2857) Pspl14061 (2872)
2801 GCTTTCCAGTTGCGACATCTGGACCTCAGCTCAAATAAAATCCAGGTTATCCAGAAGACTAGTTTTCCAGAAAACGTTCTCAACAATTTGCAGATTTTGT
747 A F Q L R HL DL S SNJKI I QVI QK TSTFUPENVILNNTLIGQI L
Hpal (2956)
2901 TTTTGCATCATAATCGGTTTCTGTGCAACTGCGACGCTGTGTGGCTTGTCTGGTGGGTTAACCATACAGAGGTGACCATCCCTTTCTTGGCCACAGATGT
780 F L H H NR F L CNTZ CDAVWLVWWVNWUHTTEUVTI P FLATTDV
Bst11071 (3054)
3001 GACTTGTATGGGACCAGGAGCACACAAGGGCCAGAGTGTGGTCTCTCTAGATCTGTATACTTGTGAGTTAGATCTGACTAATTTTGTTTTGTTTTCACTT
813 T C M G P GA HK GQSVVSLDLYTT CETLUDTLTNTFVLF S L
BsaBI (3123)
3101 TCCCTATCGGCAGTTCTCTTTCTGATTGTAATCACGATAGCAAACCATCTCTATTTCTGGGATGTGTGGTACAGTTACCATTTCTGTAAGGCCAAGATAA
847 S L S AV L F L I V1 T I A NHULY F WDUVWY S Y HTFTCIZKAK
EcoRV (3216)
3201 AGGGGTATCAACGTCTGATATCACCCAATTCCTGCTACGATGCTTTTATTGTCTATGACACTAAAGACCCAGCAGTGACAGAGTGGGTTTTGGATGAGCT
880K G Y Q R L I S P NS CYDATFI VYDTI KUDUZPAVTTEWMWVLDTEL
3301 GGTGGCCAAGTTGGAAGATCCAAGAGAGAAACATTTTAATTTATGTCTCGAAGAAAGGGACTGGTTACCAGGGCAGCCAGTTCTGGAAAACCTTTCCCAG
913 V A K L E D P R E K HF NL CL E ERDWLU®PGAQP VL ENLSAQ
3401 AGCATACAGCTTAGCAAAAAGACGGTGTTTGTGATGACAGACAAGTATGCAAAGACTGAGAAATTTAAGATAGCATTTTACTTGTCCCATCAGAGGCTCA
947 S I Q L S K K T VF VM T DK Y A K TZEI KT F K I A F Y L S HOQR R L
3501 TGGATGAAAAAGTGGATGTCATTATCTTGATATTCCTTGAGAAGCCCCTTCAGAAGTCCAAGTTTTTCCAGCTTCGGAAGAGGCTCTGTGGGAGTTCTGT
980*M D E K V D V | Il L I F L E K P L Q K S K F F QL R KU RULTCGS SV
3601 TCTTGAGTGGCCAACAAATCCACAGGCTCACCCGTACTTCTGGCAGTGTCTGAAAAATGCCCTGGCCACAGACAACCACGTTACCTATAGTCAGGTGTTC
1013 L E W P T NP Q A HPY FWAQCULIKNALATIDNUHUYVTY S QVF
Nhel (3752)

3701 AAAGAGACAGCCTAGCTCTTTGCAAAATGTGACTGCCTAACTTAACCAAGGGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACC
1047 K E T A o

Hpal (3890)
3801 ACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACA

EcoRI (3986)
3901 ACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATAC
- -

4001 AGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATT

4101 AGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTG

SspI  (4225) Swal (4239)
4201 ACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCA

4301 AGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGT
3414 o N
4401 TCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGAT
1394 R T Y K L P I L E E I T T K V L K GNWMTE Il LV F CDUFPAYTDS
BstXI (4529)
4501 GAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTC
1064 L E R CM G C P SV VR I SRDVETDSYZPHRVAVI TDTFDK
Stul (4664)
4601 TGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAG
724 G N S VA S G I A I AEACVTVRGI YAETIHVASI I EGT
4701 TCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGA
39 K T R 1 A A GV HHIKNDTETYTLMTI KETAVEVTLTETLTDT- QO QS
BspHI (4814) Asel (4872)
4801 GATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCG
64 1 N F T K M == -
4901 TCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTA

Spel (5027)
5001 CGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTAT
e

SnaBI (5155)
5100 CCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGT

Ndel (5260)
5200 ACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTA

5300 CCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGC

Sdal (5438)Pacl (5446) BspLU11I (5456)
5400 GGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAA
e

5498 AAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTAT

5598 AAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAG




5698

5798

5898

5998

6098

6198
6298

ApaLlI (5770)
CGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGAC

CGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGA

GGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTAC

CTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAA

Pacl (6186) Swal (6195)
GGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACAT

Eagl (6206)

NotI (6205)
TTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAA
ACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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