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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

BspHI (560)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCATCATGAGCAAAGACAAAGAACCTACTGTCATAAGCCTTCA

[ 1M S K D K E P T V I S L H

BspHI (611) Stul (684)

601 TTCTGTGTATGTCATGACCTTAGTATGGGGAACCCTAATCCAGTTCTCTGAAGAAAGTGAATTTGTGGTAGACAAGTCAAAAATAGGCCTTACTCGTGTT
13 S vYy VvVMTLVWSGTTULI QF SEESETFVVDIKSIKI GL TRV
701 CCAAAAGACCTGCCACCCCAAACCAAAGTCTTAGATGTGTCTCAAAACTTCATAACTGAGCTTCACCTCTCTGACATCAGCTTTCTCTCGCAGCTGACGG
47 P K D L P P Q TKVLDVSQNTFI TEULMHLSUDISFLSAQLT

EcoRV (835)
801 TTTTGAGACTTTCCCAGAATAGGATGCAGTGCCTTGATATCAGTGTTTTCAAGTTCAATCAGGATTTGGAATATTTGGATTTATCTCACAATCAGTTGCA
80V L R L S Q NR M QCULDI SV FKTFNOQDTULTEYLUDTLSHNA QLAQ
Ndel (972)
901 GACAATCTTGTGCCATCCCATCACCAGCCTCAAGCATTTGGACCTCTCATTCAATGACTTTGAAGCCCTGCCCATATGTAAGGAGTTTGGCAACTTGACA
113 T I L C H P I T S L K HL DL S FNUDTFEALUPI CKETFGNLT
BglII (1044) Psp14061 (1097)
1001 CAACTGAATTTCTTGGGATTAAGTGCTACAAAGTTACAGCAATTAGATCTACTACCAATTGCTCACTTGCATCTAAGTTGCATCCTTCTGGATTTGGAAC
147 Q L N F L G L S A TKLlLQQLODULULU®PI A HLMHLSTCI L L DL E
Xmnl (1126)
1101 GTTATTACATGAAAGAAAATGAGAAAGAAAGTCTTCAAATTCTGAACACAAAGAAACTTCACCTGGTCTTTCATCCAAATAGCTTCTTCTCTGTCCAAGT
180FR Y Y M K E N E K E S L Q I L NTIKIKULHLVF HZPNSTFTF SV QYV
PshAI (1258)
1201 AAACATATCGGTTAAGAGTGTAGGGTGTTTACAACTGGCTAATATTAAACTGAGTGATGACAACTGTCAGGTTTTCATTACATTTTTATTGGAACTCACT
213 N I S V K S Vv G CL QLANI1IT KL SDDNTC CAQQVTF I TF L L E LT
1301 CAAGGGCCAACCTTACTAAATTTTACGCTCAACCATGTGGAAACAACTTGGAAATGTTTGGTTGGAATTTTTCAATTCCTTTGGCCCAAACCTGTAGAAT
247 Q G P T L L NF T L NHVETTWIKTCLVGIlI F QF L WZPK P VE
1401 ATCTCAGTATTTACAATTTAACAATAGTTGAAAGCATTGATGAAGAAGATTTTATTTATTATGAAACAACATTGAAAGGAGTGAAAATAGAACATATTAC
280kY L S I Y N L T I VE S I DEEWDTF Il YY ETTUWLIKGVIK I EHI T
Hpal (1566)
1501 AAAGAGAGTTTTTATTTTTTCACAGACAGCATTATACAGAGTGTTTTCCGATATGAATATCAGGATGTTAACCATAGCAGACACACATTTTATACACATG
313 K R VF I F S Q TA'LYRVFSDMNIIRMILTIADTHTF I HWM
Acc651 (1611)
1601 CTTTGTCCTCAGGTACCAAGCACATTTAACTTTTTGAACTTTACCCAGAATGTTTTTACAGATAGTGTTTTTCAAAATTGCAAAACTTTAGCTAGATTAG
347 L C P Q VP S TFNTFLNTFTQNVFTDSVF QNTZ CIKTTULATRL
BspHI (1751) EcoRI (1797)
1701 AGACACTCATCTTACAAAAGAATAAATTAGAAGACCTTTTCAAAATAAGCCTCATGACTAAGGATATGCTATCTTTGGAAATACTGGATGTTAGCTCGAA
380kE T L I L Q K N K L E DL F K 1 SLMTIKWDMMLSLETIl L DV S SN
1801 TTCTTTGGAGTATGATAGACATGGTGAAAATTGCACTTGGGTTGGGAGTATAGTGGTGTTAAATTTATCTTCAAATATACTCACTGACTCTGTTTTCAGA
413 S L E Y DR HGENTCTWVGS I VVLNLSSNILTWUDSVFR
1901 TGTTTACCTCCCAGGATCAAGGTTCTTGATCTTCACAGTAACAGAATAAGGAGCATCCCTAAGGATGTCGCCCATCTGGAAGCTCTGCAAGAACTCAATG
447 C L P P R I K VL DL HS NI RIT RS I P KDVAHILTEA AL QELN
2001 TTGCTTCCAATTCTTTAGCTCACCTGCCTGGATGTGGTTCCTTTAGCAGCCTTTCCATTCTGACCATTGACTATAATTCAATTTCCAACCCATCAGCTGA
480V A S N S L A HLPGCGS ST FSSLS 1T LTI DYNSI1T SNUPSAD
BspLUI11I (2161)
EcoO1091 (2125) BsrGI (2158)
2101 CTTCTTCCAGAGCTGCCAGAAGATTAGGTCCCTCAAAGCAGGGAACAATCCATTCCAATGTACATGTGAGCTAAGAGACTTCATCCAAAGTCTAGGTCAA
513 F F Q S C Q K I R S L KAGNNZPTFAQCTT CET LU RDTF I QSL GAQ
2201 GTATCGAGTGACGTGGTAGAGAGTTGGCCTGATTCTTACGAGTGTGAGTATCCAGAAAGTTATAAGGGGACTCTGCTCAAGGACTTCCGTGTATCTGAAT
547 V. S S DV VE SWU®PDSYET CTEYUPEZSYKGTTULILIKUDTFR RV S E
2301 TATCCTGCAACACAGCTCTGCTGATTGTCACCATCGGAGTCACTGGGCTGGCATTGGCTCTTACCATGACCGGCCTCTGTGTCTACTTTGATCTGCCCTG
580kL S C N T A L L I VTI 6V TITGLALALTMTSGLT CVYFDILUZPW
2401 GTATCTCAGGATGCTGTGTCAGTGGACCCAGACTCGGCGCAGGGCTAGGAATGTACCCTTAGAAGAACTCCAAAGAACTCTCCAGTTCCATGCCTTCATT
613 Y L R M L C Q W T QT RIRRARNVTPILTETEILI QRTLQFHATF.I
Xbal (2550)
Acc651 (2541)
2501 TCATATAGTGAACACGATTCTGCCTGGGTAAAAAATGAACTGGTACCTTGTCTAGAAAAAGAAGGTATAAAGATTTGTCTCCATGAGAGAAACTTTGTTC
647 S Y S E H DS AWV KNTETULVZPCLTETZKTETGTI K I CLHETRNTFV
2601 CTGGCAAGAGCATCATGGAAAATATCATAAACTGCATTGAGAAAAGCTACAAGTCCATCTTTGTTTTGTCTCCCAACTTTGTCCAGAGCGAGTGGTGCCA
680FP G K S I M E N I I N C I E K S Y K S I FVLS?PNTFVQSEWTCH



BamHI (2769)

2701 CTATGAACTCTACTTTGCCCACCACAACCTCTTCCATGAAGGGTCTGATAACTTAATCCTGATCTTGCTGGATCCCATTCCACAGAACAGCATTCCTGGC
713 Y E L Y F A HHNULT FHESGSDNL I L I L LDW®PI1I P QNSJSII PG
2801 AAGTATCACAAACTCAAAGCTCTCATGGCACAGCGAACTTATTTGGAATGGCCCAAGGAGAAGAGCAAACATGGACTTTTTTGGGCTAATATTAGAGCTG
747m K Y H K L K AL MAQRTYLEWZPIKTEIZ KSI KHGLT FMWANIRA

Msel (2959)
Spel (2919) Nhel (2953)
2901 CTTTCAATATTAAATTAAAACTAGTCGCTGAAGAGGATGATGTGAAAACTTAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAAC
780A F N | K L K L V A E E DD V K T e

Hpal (3091)
3001 CACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAAC

EcoRI (3187)
3101 AACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATA
- B —

3201 CAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCAT

3301 TAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACT

Swal (3440)
3401 GACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTC

Eco01091 (3501)
3501 AAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAG
1414 o
3601 TTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGA
1394N R T Y K L P I L E E I T T K VL KGNWME Il L VF CDUPAY DS
Sacl (3701) BstXI (3730)
3701 TGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTT
1964 L E R CM G C P SV VR I SRDVEDSYU®PHTRVAV I TDTFDK
Stul (3865)

3801 CTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCA
734 Q G NS VASGI A1l A EACVTVZRGI YATEILl HVAS I I E G
3901 GTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAG
304T K T R I A A GV HHIKNDTEYLMT I KETAVEVLTETLUDAGQAQS

BspHI (4015)
Xmnl (4007) Asel (4073)
4001 AGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGC
o4 I N F T K M - <
Sacl (4130)
4101 GTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTT

Spel (4228)
4201 ACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTA
-

SnaBI (4356)
4300 TCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATG

Ndel (4461)
4400 TACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTT

4500 ACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGG

Pstl  (4640)

Sdal (4639)Pacl (4647) BspLUILII (4657)
4600 CGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAA
e

4698 AAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTA

4798 TAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAA

ApaLI (4971)
4898 GCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGA

4998 CCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCG

5098 AGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTA

5198 CCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAA

Pacl (5387) Swal (5396)
5298 AGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACA

Eagl (5407)
Notl (5406)
5398 TTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAA

5498 AACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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