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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCATCATGAGCAAAGACAAAGAACCTACTGTCATAAGCCTTCA

TTCTGTGTATGTCATGACCTTAGTATGGGGAACCCTAATCCAGTTCTCTGAAGAAAGTGAATTTGTGGTAGACAAGTCAAAAATAGGCCTTACTCGTGTT

CCAAAAGACCTGCCACCCCAAACCAAAGTCTTAGATGTGTCTCAAAACTTCATAACTGAGCTTCACCTCTCTGACATCAGCTTTCTCTCGCAGCTGACGG

TTTTGAGACTTTCCCAGAATAGGATGCAGTGCCTTGATATCAGTGTTTTCAAGTTCAATCAGGATTTGGAATATTTGGATTTATCTCACAATCAGTTGCA

GACAATCTTGTGCCATCCCATCACCAGCCTCAAGCATTTGGACCTCTCATTCAATGACTTTGAAGCCCTGCCCATATGTAAGGAGTTTGGCAACTTGACA

CAACTGAATTTCTTGGGATTAAGTGCTACAAAGTTACAGCAATTAGATCTACTACCAATTGCTCACTTGCATCTAAGTTGCATCCTTCTGGATTTGGAAC

GTTATTACATGAAAGAAAATGAGAAAGAAAGTCTTCAAATTCTGAACACAAAGAAACTTCACCTGGTCTTTCATCCAAATAGCTTCTTCTCTGTCCAAGT

AAACATATCGGTTAAGAGTGTAGGGTGTTTACAACTGGCTAATATTAAACTGAGTGATGACAACTGTCAGGTTTTCATTACATTTTTATTGGAACTCACT

CAAGGGCCAACCTTACTAAATTTTACGCTCAACCATGTGGAAACAACTTGGAAATGTTTGGTTGGAATTTTTCAATTCCTTTGGCCCAAACCTGTAGAAT

ATCTCAGTATTTACAATTTAACAATAGTTGAAAGCATTGATGAAGAAGATTTTATTTATTATGAAACAACATTGAAAGGAGTGAAAATAGAACATATTAC

AAAGAGAGTTTTTATTTTTTCACAGACAGCATTATACAGAGTGTTTTCCGATATGAATATCAGGATGTTAACCATAGCAGACACACATTTTATACACATG

CTTTGTCCTCAGGTACCAAGCACATTTAACTTTTTGAACTTTACCCAGAATGTTTTTACAGATAGTGTTTTTCAAAATTGCAAAACTTTAGCTAGATTAG

AGACACTCATCTTACAAAAGAATAAATTAGAAGACCTTTTCAAAATAAGCCTCATGACTAAGGATATGCTATCTTTGGAAATACTGGATGTTAGCTCGAA

TTCTTTGGAGTATGATAGACATGGTGAAAATTGCACTTGGGTTGGGAGTATAGTGGTGTTAAATTTATCTTCAAATATACTCACTGACTCTGTTTTCAGA

TGTTTACCTCCCAGGATCAAGGTTCTTGATCTTCACAGTAACAGAATAAGGAGCATCCCTAAGGATGTCGCCCATCTGGAAGCTCTGCAAGAACTCAATG

TTGCTTCCAATTCTTTAGCTCACCTGCCTGGATGTGGTTCCTTTAGCAGCCTTTCCATTCTGACCATTGACTATAATTCAATTTCCAACCCATCAGCTGA

CTTCTTCCAGAGCTGCCAGAAGATTAGGTCCCTCAAAGCAGGGAACAATCCATTCCAATGTACATGTGAGCTAAGAGACTTCATCCAAAGTCTAGGTCAA

GTATCGAGTGACGTGGTAGAGAGTTGGCCTGATTCTTACGAGTGTGAGTATCCAGAAAGTTATAAGGGGACTCTGCTCAAGGACTTCCGTGTATCTGAAT

TATCCTGCAACACAGCTCTGCTGATTGTCACCATCGGAGTCACTGGGCTGGCATTGGCTCTTACCATGACCGGCCTCTGTGTCTACTTTGATCTGCCCTG

GTATCTCAGGATGCTGTGTCAGTGGACCCAGACTCGGCGCAGGGCTAGGAATGTACCCTTAGAAGAACTCCAAAGAACTCTCCAGTTCCATGCCTTCATT

TCATATAGTGAACACGATTCTGCCTGGGTAAAAAATGAACTGGTACCTTGTCTAGAAAAAGAAGGTATAAAGATTTGTCTCCATGAGAGAAACTTTGTTC

CTGGCAAGAGCATCATGGAAAATATCATAAACTGCATTGAGAAAAGCTACAAGTCCATCTTTGTTTTGTCTCCCAACTTTGTCCAGAGCGAGTGGTGCCA
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 K  Y   H  K  L   K  A   L   M  A   Q  R   T   Y   L   E   W  P   K  E   K  S   K  H  G  L   F   W  A   N  I   R   A   

A   F   N  I   K  L   K  L   V  A   E   E   D  D  V  K  T   • 
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CTATGAACTCTACTTTGCCCACCACAACCTCTTCCATGAAGGGTCTGATAACTTAATCCTGATCTTGCTGGATCCCATTCCACAGAACAGCATTCCTGGC

AAGTATCACAAACTCAAAGCTCTCATGGCACAGCGAACTTATTTGGAATGGCCCAAGGAGAAGAGCAAACATGGACTTTTTTGGGCTAATATTAGAGCTG

CTTTCAATATTAAATTAAAACTAGTCGCTGAAGAGGATGATGTGAAAACTTAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAAC

CACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAAC

AACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATA

CAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCAT

TAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACT

GACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTC

AAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAG

TTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGA

TGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTT

CTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCA

GTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAG

AGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGC

GTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTT

ACGACATTTTGGAAAGTCCCGTTGATTTA C T A G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTA

TCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATG

TACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTT

ACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGG

CGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCC T G C AG G TT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAA

AAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTA

TAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAA

GCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGA

CCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCG

AGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTA

CCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAA

AGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACA

TTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAA

 •  
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T   K  T   R   I   A   A   G  V  H  H  K  N  D  E   Y   L   M  T   I   K  E   T   A   V  E   V  L   E   L   D  Q  Q  S
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A   F   N  I   K  L   K  L   V  A   E   E   D  D  V  K  T   • 
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AACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA5498


	Map
	Sequence



