
125

 pUNO1-pTLR4
(5737 bp)

BsrS2

SV40 p(A)

(h) ßglobin p(A)

pMB1 ori
hEF1-HTLV prom

hCMV enh

hCMV prom

EM7

pig TLR4

SgfI (6)
PvuI (7)

EcoNI (96) Psp1406I (203)
PvuII (239)
HindIII (245)

EcoNI (287)
Bsu36I (291)

NgoMIV (441)
KasI (535)
AgeI (552)

NcoI (602)
SandI (638)

NsiI (678)

BsaBI (847)
NsiI (848)

BspEI (1424)
EcoRI (1444)

XmnI (1531)
HpaI (1573)

NdeI (1648)

AvrII (2119)
Bsu36I (2196)

BsrGI (2386)

NgoMIV (2854)
Tth111I (2959)

NcoI (3022)
NheI (3119)

HpaI (3257)
EcoRI (3353)

SwaI (3606)

SacI (3867)
BstXI (3896)

StuI (4031)

XmnI (4173)

AseI (4239)
SacI (4296)

SpeI (4394)

SnaBI (4522)

NdeI (4627)

SdaI (4805)
PacI (4813)

BspLU11I (4823)

ApaLI (5137)

PacI (5553)
SwaI (5562)

NotI (5572)
EagI (5573)



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCATCATGATTCCTCGCATCCGCCTGGCTGTGGCCACGATCCC

AGCCATGGCCTTTCTCTCCTGCCTGAGATCTGAGAGCTGGGACCCTTGCGTGCAGGTGGTTCCTAACATTAGTTACCAATGCATGGAGCTGAATTTCTAC

AAAATCCCTGACAACATCCCCACATCAGTCAAGATACTGGACCTGAGCTTTAACTACCTGAGTCATTTAGACAGCAATAGCTTCTCCAGCTTTCCAGAAC

TGCAGGTGCTGGATTTATCCAGATGTGAAATTCAGACAATTGACGATGATGCATATCAGGGCCTAAATTACCTTTCCACCTTGATACTGACGGGAAATCC

TATCCAGAGTTTAGCCCTGGGAGCCTTTTCTGGACTACCAAGTTTACAGAAGCTGGTTGCCGTTGAGACAAACCTAGCGTCTCTAGAGGACTTCCCCATT

GGACATCTTAAAACCTTGAAGGAGCTTAATGTGGCTCACAATCATATCCATTCTTTCAAGTTACCTGAATATTTTTCTAACCTGCCCAACCTGGAGCATT

TGGATCTTTCTAAGAACAAAATCGAAAATATTTATCATGAACACTTGCAGGTTCTACATCAAGTGCCCCTACTCAATCTCTCTTTAGACTTGTCCCTGAA

CCCTTTAAACTTTATTGAACCAGGTGCCTTTAACAAAATTAGGCTCAATGGATTGACTTTGCGAAGTAATTTTAATAGTTCGGATGTAATGAAAACTTGT

ATTCAAGGTCTGGCTGGTTCAAAAATCAATCAGTTGGTTTTGGGAGAATTTAAAAATGAAAGGAACTTGGAAAGTTTTGACAAATCTGTCCTGGAGGAAC

TGTGCAATTTGACCCTTGAACAGTTCCGGATAGCACACTTTGGTGAATTCCCAGATGATGTTTCTGACTTATTTAATTGTTTGGCAAATGCCTCTGTGAT

TTCTCTGTTGAGTCTGAATTTGCGTGGTCTAGAAGCCCTTCCTAATGATTTCAGGTGGCAACACTTAGAAGTGGTTAACTGTAAACTTCAACAATTTCCT

GCATTGAAGTTCAACTCTCTCAAAAAGTTTGTTTTCAAAGACAATAAACATATGCACACTTTTACTGAAATTAACCTGCCAAACCTTCAGTTTCTAGATC

TCAGTGGAAATCACTTGAGCTTTAAAGGTTGCTGTTCTCACAATGAATTTGGGACAACCAAACTGAAGCATTTAGATCTGAGCTTCAATGAAATCATTAC

CATGAAGTCAAACTTCATGGGCTTAGAGCAACTAGAATACCTGGATTTCCAGCATTCCAGTTTGAAACAGGCTAATGACTTTTCCATATTCCTATCACTC

AGAAACCTCCATTACCTTGATATTTCTTATACTAACATCCACGTTGTCTTCCGTGGCATTTTTGCTGGCTTGGTCAGCCTCCAAACCTTGAAAATGGCTG

GCAATTCTTTTCAGAACAACTTGCTTCCTGATGTCTTCACAGATCTGACTAACTTAATCCTCCTGGACCTCTCTAAGTGTCAACTGGAACAGGTATCCCA

GAGGGCATTTCATTCCCTCCCTAGGCTTCAGGTGCTAAATATGAGTCACAACAGACTCTTGTTCTTGGATACGCTTCCTTATAAACCACTCCACTCCCTC

AGGATTCTGGATTGCAGTTACAATCTTATCGTGGCCTCCAAGGAACAAGAACTACAGCATCTGCCAAGGAGCCTAGCTTTTTTAAATCTCACTAAGAATG

ACTTTTCTTGTGCGTGTGAACACCAGACTTTCTTGCAGTGGGTCAAGGACCAGAAGCAGCTCCTTGTGGGAGCTGAGCAAATGGTGTGTACACAACCTTT

AGAAATGCAGGACCTGCCTGTGCTGAGTTTCAGGAACGCCACCTGTCAGATAAGCGAGGCCGTCATTAGTGCGTCAGTTCTCACCTTCCTCCTGGTATCT

GTGGCAGGAATCCTGGTCTATAAGTTCTATTTCCACTTGTTGCTTTTTGTGGGCTGCAAAAAATATGGCAGAGGTGAAAGCACCTATGACGCCTTTGTTA

TCTACTCCAGCCAGGACGAAGACTGGGTGAGGAATGAACTGGTAAAGAACTTGGAGGAGGGGGTGCCCCCTTTTCATCTCTGCCTTCACTACAGAGACTT

CATTCCCGGTGTGGCCATCGCTGCTAACATCATCCAGGAAGGTTTCCACAAAAGTCGGAAGGTTATTGTCGTGGTGTCCCAGCACTTCATACAGAGCCGA

TGGTGTATCTTTGAGTATGAGATTGCCCAGACCTGGCAGTTTCTGAGGAGTCATGCCGGCATCATCTTCATCGTCCTGCAGAAGTTGGAGAAGTCCCTGC
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TGCGGCAGCAGGTGGAGCTGTATCGCCTTCTCAGCAGGAATACCTACCTGGAGTGGGAGGACAGCGTCCTGGGGCGGCACATCTTCTGGAGACGACTCAA

GAAAGCCTTGCTGGATGGTAAACCATGGAGTCCAGAAGGAACAGAGGATTCAGAAAGCAACCAGCATGATACAACAGCCTTCACTTAAGGAGGGAAAACT

CCCAACGTGTCCCTTGGTCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATT

TGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGG

GGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCC

TCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGT

TTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCA

GAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTT

GGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAA

TGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCAC

CCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATG

GCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCT

TGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATA

GTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGC

TCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA C T A G

TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATC

ATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGT

CATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAA

AGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTAT

GTAACGCC T G C AG G TT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTC

CGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCC

TCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTA

TCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAG

TCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGT

GGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGG

CAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACG

GGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATT

TTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTC
CCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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