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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCAGCATGCCATGTGCTTTGTGGACAGCATGGGTCTTGGGGAT

TGTAATCAGCCTCTCCAAGGAAGGAGCCCCCCATCAGGCTTCTTCTCTGTCTTGTGACCCTGCTGGTGTCTGCGACGGCCGCTCCAGATCTTTGAGCTCC

ATCCCCTCAGGGCTCACGGCAGCTGTGAAAAGCCTTGACCTGTCCAATAACAGGATCGCCTATGTGGGCAGCAGTGACCTGCGGAAATGCGTGAACCTCA

GAGCTCTGAGGCTGGGGGCCAATAGCATTCATACCGTGGAGGAAGATTCTTTTTCTTCCCTGGGAAGTCTCGAACATCTGGACTTATCCTATAATCACTT

GTCTAACTTATCATCCTCTTGGTTCAAGTCCCTTTCCACCTTGAAATTCTTAAACTTACTGGGAAATCCTTACAAAACACTCGGGGAAACACCGCTTTTT

TCTCATCTCCCAAATCTGCGAATCCTGAAAATAGGCAATAATGACACCTTCGCTGAGATTCAGGCCAAGGATTTCCAGGGGCTCACTTTTCTCCAGGAAC

TTGAGATTGGTGCCTCACATCTGCAGAGGTACGCGCCAAAGAGTCTGAGGTCAATTCAGAACATCAGCCATCTGATTCTTCACATGAGGCGGCCTGCTCT

GCTGCCGAAGATTTTCGTAGATCTTTTAAGTTCCTTGGAATATTTAGAACTGAGAAACACTGATTTTAGCACTTTCAATTTTTCAGACGTATCCATCAAT

GAACCCAGCACAGTGATGAAAAAATTTACGTTTCGAAAGGCAGAAATCACTGACGCAAGTTTTACGGAAATTGTGAAACTGTTAAATTATGTTTCTGGAG

CCTTAGAAGTAGAGTTTGATGACTGCACCCTTAACGGACGTGGTGATTTTAGTACATCTGCTTTGGACACAATTAAATCCCTCGGTAATGTGGAGACATT

AACAGTCCGGAGGTTGCATATTCCACAGTTTTTCTTGTTTTATGATCTAAGAAGTATATATTCACTCACAGGAGCAGTTAAAAGAATCACAATAGAAAAC

AGTAAGGTTTTTCTGGTTCCCTGTTCCCTTTCACAGCATTTAAAATCACTGGAATATTTAGATCTCAGTGAAAATTTAATGTCTGAAGAATACTTGAAAA

ACTCAGCCTGTGAGCATGCCTGGCCCTTCCTACACACTTTAATTTTAAGGCAAAATCATTTGAAATCATTAGAAAAAACTGGAGAAGTTTTGGTTACTCT

GAAAAACCTGACTAACCTTGATATCAGTAAGAATAATTTTGATTCCATGCCGGAAACTTGCCAGTGGCCGGAAAAGATGAAATATTTGAACTTATCCAGC

ACGAGAATACACAGTTTAACCCATTGTCTTCCCCAGACCCTGGAAGTTTTAGATATTAGCAATAACAATCTCAACTCGTTTTCTTTGAGTCTGCCACAAC

TCAAAGAACTTTATATTTCCAGAAATAAGTTGAAGACGCTCCCAGATGCCTCCTTTCTACCCATGTTGTCAGTTCTGAGAATCAGCAGAAATACGATCAA

TACTTTCTCTAAGGAGCAACTTGATTCTTTTCAAAAGCTGAAGACTTTGGAAGCTGGAGGCAACAACTTCATCTGCTCCTGTGACTTCCTGTCCTTCACT

CAGGGGCAGCAGGCGCTGGCCCAGGTGCTGAGCGACTGGCCGGAGAACTACCTGTGTGACTCTCCATCCCACGTGCGGGGCCAGCGGGTCCAGGACACCC

GCCTCTCGCTCACTGAGTGCCACAGGGTGGCCGTGGTGTCCGTCGTGTGCTGTGCCCTCTTCCTGCTGCTCCTGCTCACGGGGGCTCTGTGCCACCACTT

CCACGGACTGTGGTACATGAAGATGATGTGGGCCTGGCTCCAGGCCAAGAGGAAGCCGCGGAAAGCTCCCCGCAGGGACGTGTGCTATGACGCTTTCGTG

TCCTACAGTGAGCAGGACTCCTACTGGGTGGAGAACCTCATGGTCCAGGAGCTGGAGCACTTCCAGCCTCCCTTTAAGTTGTGTCTTCATAAGCGCGACT

TCATTCCAGGCAAGTGGATTATTGACAACATCATCGACTCCATCGAAAAGAGCCAGAAAACCATCTTCGTGCTTTCCGAGAACTTTGTGAAGAGCGAGTG
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GTGCAAGTACGAGCTGGACTTCTCCCACTTCCGTCTCTTTGATGAGAACGATGACACCGCCATCCTCATTCTGCTGGAACCCATCGAGAAGAAGGCCATT

CCCCAGCGTTTCTGTAAGCTGCGGAAGATAATGAACACCAGGACCTACCTGGAGTGGCCCGCGGATGAGACGCAGCGGGAAGGGTTTTGGTTAAATTTGA

GAGCTGCGATCAAGTCCTAGGTTCCTTCGTGAAAGGCCAGTCTTGGTCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAA

CTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAA

TTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCA

TAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCT

GTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCT

CCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGC

CCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCT

GGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGC

TCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCC

CGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTT

GGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATG

TTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTC

CAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGAC

ATTTTGGAAAGTCCCGTTGATTTA C T A G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCAC

GCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTG

GGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGT

AAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTC

AGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCC T G C AG G TT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGG

CCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAG

ATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTG

GCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCT

GCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTA

TGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTC

GGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGAT

CTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAA

ATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGA
AACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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E   R   C   M  G  C  P   S   V  V  R   I   S   R   D  V  E   D  S   Y   P   H  R   V  A   V  I   T   D  F   D  K  Q  G
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