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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

Sphl (560)
KasI (535) Agel (552) Xeml (565) BsaBI (597)

501 CTGAGATCACCGGTCAGCATGCCATGTGCTTTGTGGACAGCATGGGTCTTGGGGAT

- 1M P C A LWTAWVL G I

BsrBI (678)
Eagl (675)
601 TGTAATCAGCCTCTCCAAGGAAGGAGCCCCCCATCAGGCTTCTTCTCTGTCTTGTGACCCTGCTGGTGTCTGCGACGGCCGCTCCAGATCTTTGAGCTCC
13 v I S L S K E GA P HQASSLSCDZ®PAGVYVYCDG GRS RS L S S
Bsu361 (704) Pvull (719)

701 ATCCCCTCAGGGCTCACGGCAGCTGTGAAAAGCCTTGACCTGTCCAATAACAGGATCGCCTATGTGGGCAGCAGTGACCTGCGGAAATGCGTGAACCTCA
47 | P S G L T A AV K S L DULSNNRI AY V GS SDULIZ RIKTCVNL
801 GAGCTCTGAGGCTGGGGGCCAATAGCATTCATACCGTGGAGGAAGATTCTTTTTCTTCCCTGGGAAGTCTCGAACATCTGGACTTATCCTATAATCACTT
80FR A L R L GA NS I HTVETEHDS ST FSSLGSULEMHTLIDILSYNHIL

901 GTCTAACTTATCATCCTCTTGGTTCAAGTCCCTTTCCACCTTGAAATTCTTAAACTTACTGGGAAATCCTTACAAAACACTCGGGGAAACACCGCTTTTT
113 S N L S S S W F K S L S TUL KT FULNLILGNPY K TULGETU®PLF
1001 TCTCATCTCCCAAATCTGCGAATCCTGAAAATAGGCAATAATGACACCTTCGCTGAGATTCAGGCCAAGGATTTCCAGGGGCTCACTTTTCTCCAGGAAC
147 S H L P N L R I L K I G NNUDTTFAE I QAKWDTFQGTLTTF L QE
Pstl (1120)
1101 TTGAGATTGGTGCCTCACATCTGCAGAGGTACGCGCCAAAGAGTCTGAGGTCAATTCAGAACATCAGCCATCTGATTCTTCACATGAGGCGGCCTGCTCT
180kL E I G A S HL QR Y APIKJSLR RSIT QNI SHULI L HMR RIR RUPAIL
Xmnl (1206)
1201 GCTGCCGAAGATTTTCGTAGATCTTTTAAGTTCCTTGGAATATTTAGAAC TGAGAAACACTGATTTTAGCACTTTCAATTTTTCAGACGTATCCATCAAT
213 L P K I F VDULULSSULEYULTEULI RNTUDTFSTTFNTFSDV S I N
BstBI (1331)
1301 GAACCCAGCACAGTGATGAAAAAATTTACGTTTCGAAAGGCAGAAATCACTGACGCAAGTTTTACGGAAATTGTGAAACTGTTAAATTATGTTTCTGGAG

247w E P S T VMK KF TFIRIKAEI TDASTFTTEI VKTLTLNYVSG
1401 CCTTAGAAGTAGAGTTTGATGACTGCACCCTTAACGGACGTGGTGATTITTAGTACATCTGCTTTGGACACAATTAAATCCCTCGGTAATGTGGAGACATT
280kA L E V E F DD CTULNGRGDT FSTSALDTI I KSLGNVETHL

BspEI (1505)
1501 AACAGTCCGGAGGTTGCATATTCCACAGTTTTTCTTGTTTTATGATCTAAGAAGTATATATTCACTCACAGGAGCAGTTAAAAGAATCACAATAGAAAAC
313 T VR R L HI P QF F L FYDUL R ST Y SLTGAVI KT RI T 1 EN
1601 AGTAAGGTTTTTCTGGTTCCCTGTTCCCTTTCACAGCATTTAAAATCACTGGAATATTTAGATCTCAGTGAAAATTTAATGTCTGAAGAATACTTGAAAA
347k S K V F L VP C S L S QHULKSULEYLDULSENLMMSTETETYL K
Sphl (1713)
1701 ACTCAGCCTGTGAGCATGCCTGGCCCTTCCTACACACTTTAATTTTAAGGCAAAATCATTTGAAATCATTAGAAAAAACTGGAGAAGTTTTGGTTACTCT
380N S A C E H A WP F L HTUL I LR QNWUHILIKTSILETKTGEUVLVTL
EcoRV (1819)
1801 GAAAAACCTGACTAACCTTGATATCAGTAAGAATAATTTTGATTCCATGCCGGAAACTTGCCAGTGGCCGGAAAAGATGAAATATTTGAACTTATCCAGC
413* K N L T NL DI S K NNTFODSMU®PETT CQWZPEIKMIKYLNTL S S
1901 ACGAGAATACACAGTTTAACCCATTGTCTTCCCCAGACCCTGGAAGTTTTAGATATTAGCAATAACAATCTCAACTCGTTTTCTTTGAGTCTGCCACAAC
447 T R I H S L T H CL P QTULEVLIDI SNNNLNST FSILSLZPOQ
2001 TCAAAGAACTTTATATTTCCAGAAATAAGTTGAAGACGCTCCCAGATGCCTCCTTTCTACCCATGTTGTCAGTTCTGAGAATCAGCAGAAATACGATCAA
48kL K E L Y I S R N K L K T L PDAST FLU®PMLS VLU RI SRNTII N
2101 TACTTTCTCTAAGGAGCAACTTGATTCTTTTCAAAAGCTGAAGACTTTGGAAGCTGGAGGCAACAACTTCATCTGCTCCTGTGACTTCCTGTCCTTCACT
513 T F S K E Q L DS F QK L KTULEAGGNNTF 11 CSCDTFLSFT
BbrPI (2269)
2201 CAGGGGCAGCAGGCGCTGGCCCAGGTGCTGAGCGACTGGCCGGAGAACTACCTGTGTGACTCTCCATCCCACGTGCGGGGCCAGCGGGTCCAGGACACCC
547 Q G Q Q AL AQVL SDWPENYLT CDS SU®PSHVZ RGQRVQDT
Dralll (2310) Dralll (2320)
2301 GCCTCTCGCTCACTGAGTGCCACAGGGTGGCCGTGGTGTCCGTCGTGTGCTGTGCCCTCTTCCTGCTGCTCCTGCTCACGGGGGCTCTGTGCCACCACTT
580R L S L T E C HR VA V VSV VCCATLTFTULTULTZLTLTLTGATLTCHHTF
Sacll (2455)
2401 CCACGGACTGTGGTACATGAAGATGATGTGGGCCTGGCTCCAGGCCAAGAGGAAGCCGCGGAAAGCTCCCCGCAGGGACGTGTGCTATGACGCTTTCGTG
613 H G L W Y M K MM WA WUL QAI KU RIKUPRIKAPIRI RDVTCYDATF V
2501 TCCTACAGTGAGCAGGACTCCTACTGGGTGGAGAACCTCATGGTCCAGGAGCTGGAGCACTTCCAGCCTCCCTTTAAGTTGTGTCTTCATAAGCGCGACT
647 S Y S E Q D S YWV ENULMV QELEHT FEFQPU®PTFKULT CLHZI KR RTD
BstXI (2605)
2601 TCATTCCAGGCAAGTGGATTATTGACAACATCATCGACTCCATCGAAAAGAGCCAGAAAACCATCTTCGTGCTTTCCGAGAACTTTGTGAAGAGCGAGTG
680kF | P G K W1l | DN1 I DS 1 E K S QK T 1 F VLSENTFVK S E W



2701 GTGCAAGTACGAGCTGGACTTCTCCCACTTCCGTCTCTTTGATGAGAACGATGACACCGCCATCCTCATTCTGCTGGAACCCATCGAGAAGAAGGCCATT
713 C K Y E L DF SHTF RLTFDENDUDTATI L I L L E P 1 E KK A |
EcoO1091 (2839)
Xeml (2837) Sacll (2858)
2801 CCCCAGCGTTTCTGTAAGCTGCGGAAGATAATGAACACCAGGACCTACCTGGAGTGGCCCGCGGATGAGACGCAGCGGGAAGGGTTTTGGTTAAATTTGA
747" P Q R F C K L R K I M NTR TY L EWZPADTET QRTETSGTFWTL NL
Mscl (2954)
AvrIl (2915) Nhel (2948)
2901 GAGCTGCGATCAAGTCCTAGGTTCCTTCGTGAAAGGCCAGTCTTGGTCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAA
780FR A A | K S e

Hpal (3086) Mfel (3097)
3001 CTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAA

EcoRI (3182)
3101 TTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCA
- -

3201 TAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCT

3301 GTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCT

Swal (3435) Eco01091 (3496)
3401 CCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGC

3501 CCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCT
+414 ¢ N R

3601 GGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGC

1384 T Y K L P I L E E I T T K VL KGNME 1Tl L VF CDUZPAYDS I L

BstXI (3725)
3701 TCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCC
1044E R C M G C P S VV R I S RDVEDSYUPHRVAV I TDFIDIZKAOQG
Stul (3860)

3801 CGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTT

74 N S VA S G I A1 A EA CVTVURGI YATEI HVAS I I EGTHK

3901 GGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATG

3844 T R 1 A A GV HHIKNDTEYLMT I KETAVEVLETLDZGQAOQSI

BspHI (4010)
Xmnl (4002) Asel (4068)

4001 TTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTC

44N F T K M -- o

4101 CAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGAC

Spel (4223)
4201 ATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCAC
-

SnaBI (4351)
4300 GCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTG

Ndel (4456)
4400 GGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGT

4500 AAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTC

Pstl (4635)
Sdal (4634)Pacl (4642)  BspLUI1I (4652)

4600 AGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGG

-

4698 CCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAG

4798 ATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTG

ApaLI (4966)
4898 GCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCT

4998 GCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTA

5098 TGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTC

5198 GGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGAT

Pacl (5382) Swal (5391)
5298 CTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAA

Eagl (5402)
NotI (5401)

5398 ATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGA

5498 AACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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