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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

BspHI (560)
KasI (535) Agel (552)

501 CTGAGATCACCGGTCATCATGAAACTTATCAGAAGCATTTACATATTTTGTGGTAT

- 1M K L I R S I Y I F C G |

601 TGTCATGTCAGTGCATGGAAGGACTTCAGAGCTGCCAGAAGAAAGGGAATTGACTACCAACTGCTCCAACATGTCTTTAAGAAAGGTTCCCACAGACTTG
13 VM S VHGRTSETLUPETERETLTTNCSNMSILIRIKVPTDIL

XemlI (707)
701 ACCCCAACCACAACCACACTGGATTTATCCTACAACCTCCTTTTTCAACTCCAGCATTCAGATTTTCATTCTTTCTCAAAACTAAAAATTTTGATTCTGT
47w T P T T T T L DL S Y NL L F QL QHSDTFWHS ST F S KLK T L I L

EcoRI (838)
801 GCCATAACAGAATCCAAGAGCTGGACATCAAGACCTTTGAATTCAACAAGGAGTTACAATATTTAGATGTGTCTTACAATAGACTGAAGACTGTAACTTG
80kC H N R I Q E L DI K TF EF NIKEUL QY L DV S Y NR RILIKTVTW
SphI (953)
901 GTATTCACTGGCAAGTCTCAGACAGTTGGATCTGTCCTTCAATGACTTTGACAGCATGCCTATCTCCGAGGAGACGGGCAACATGTCACACCTGGAAATC
113 Y S L A S L R QL DL S FNDTFDSMZ®PIlI SETETU GNMSHTL E I
1001 CTGGGTTTGAGTGCGGCCAAAATACGAAAATCAGATTTCCAGAAAATTGCTCATTTGCATCTAAATACTGTCTTTTTAGGATTGAGAACTCTTTCTCATT
147 L G L S A A K I R K S DF QK I A HLHLNTVFLSGLRTIL SH
1101 ATGAAGAAGGTAGCCTGCCCATCTTAAACACAACAAAACTTCACATTGTTTTACCAATAAACACAAATTTCTGGGATCTTTTGCGTGATGGAATCAAGAC
180y E E G S L P I L NTTIKLH 1T VLPIT NTNTFWDTULTULIR RDTGII KT
Xbal (1224) BspHI (1251)
1201 TTCAAAAATATTGGAAATGACGAATCTAGATGGCAAAAGCCAATTTGCAAGTCATGAAACTCAACAAAACCTTATTTTAGAGAATGCCAAGACATCCATT
213 S K I L EM T NULDGIK S QF A SHETQQNUL1I L ENAZKTS I
1301 CTGTTACTTAATAAAGTTGATTTACCCTGGGATGACCTTTTCCTTATCTTACAATTTGTTTGGCACACATCAGTAGAATACTTCCAGATCCAACATGTGA
247 L L L NK VDLPWUDUDULT FULILQFVWHTSVETYTFQI QHV
BsrGI (1479)
1401 TTTTTGGAGGCAAGGTTTATCTTGATCACAATTCATTTGACTACTCAAATACTGTAATGAGAACTATAAACTTGGAGCATGTACATTTCAGGGTTTTTAA
2801 F G G K VY L DHNJSTFDY SNTVMAR RTI NLEWHVHTFRVFN
1501 TATCCCACAGGAGAGAGTCTACTTGCTTTTTACCAAAATGGCTATAGACAATCTGACAATATTAGATGCACAAATGCCTCACATGTTGTTCCCTACTTAT
313 | P Q E R VY L L F T KMAI DNLTI I L DAQMU&PWHMLTFUZPTY
1601 CCTACAAGATTCCAATACTTAAATTTTGCTAGTAATATCTTTACAGATGACGTGTTTAGAAAACCTGTCCAACTGCCTCATTTGAAAACTCTCATTTTGA
347k P T R F Q YL NF A SNIT F TDUDVFRIK®PV QL P HLIKTTIL I L
BglII (1767)
1701 AGGACAACAAATTGGAGACACTTTCCTTAGTGAGTTGCTTTGTCAGAAACACATCCTTAGAACACTTAGATCTGAGCCAAAATCTGTTACAATATGAAAA
380K D N K L E T L S L VS CFVRNTSULEWHTLUDILSA QNLTILI QYEN
1801 TGATGAAAAGTGCTTGTGGCCAGAAACTTTGATCACCATGAACTTGTCATTCAATAAACTTGCTGATTCCGTTTTCAGGTGCTTGCCCAGAAATATTCAA
413 D E K C L WPETTWL I TMNWLS ST FNIKILADS SV FIRT CLUPRNIAQ
1901 ATGCTTGACCTGAATAATAACAACATTCACACTGTCCCTAAAGAAATTATTCATCTGACATCCTTACAAGAGTTAAATCTTGCATTTAACTTTCTAACTG
447" M L D L NN NN IT HT VP KEIl I HLTSULQETLNLATFNTFILT
2001 ATCTTCCTGGGTGCAGTCATTTCAGAAGACTCTCAGTTCTGAACATTGAGATGAACTTAATCCTCAGCCCGTCGGTGGATTTTTTTCAGAGTTGCCAGGA
480D L P G C S HF RRL SVLNIEMNLTI L SPSVDTFTFQSTCAQE
2101 AGTTAAGACTTTAAACGCGGGAGGAAATCCATTCCGGTGTACTTGTGAATTAAGAGATTTCATCCAGCTTGAAAAATATTCAGAGGGCATGATGGTTGGG
513 v X T L NA GG NUPF R CTTZ CETLIU RDTF I QL EKYSEGMMVG
BsaBI (2257) BsaBI (2298)
2201 TGGTCAGATTCATACATCTGCGAATACCCTTTGGATCTAAAGGGGACTCAGCTAAAAGATGTTCATCTTTCTGAATTATCTTGCAACATAGCTTTGTTGA
547 W S D S Y I C E Y P L DL K G TQLKWDVHLSETLST CNIATLL
2301 TTGTCATCATAGTGATTATCATGCTAGTTCTGGGGATGGCTGTGGCCCTCTGCTGCCTCCGCTTTGATCTGCCCTGGTATCTCAGAATGCTGGGTCAGTG
5801 Vv I 1 Vv I I M L VLGMAVALT CT CLI RTFUDLUPWYULU RMLGA QW
BbrPI (2464)
2401 GGCACGGACATGGTACAGGGTTAGGAAAACAACCCAAGGACAACTCAAGAGAAATATTCAATTCCACGTGTTTATTTCATTCTGTGAACATGATTCGGCC

613 A R T W Y R VR K T T Q G QL KRNIT QFUHVTF 1 SFCETHTDSA
Xbal (2526) BspHI (2562)

2501 TGGGTAAAGCATGAATTGATTCCCAATCTAGAGAAAGAAGATGGTTCTGTCCTGATTTGCTTTCATGAGGGAAACTCTGATCCTGGCAAGAGCATTACTG

647" W V K H E L I P NL E KEDGS VLI CTFHETGNSUDTPGHKTS I T

EcoRV (2602)
2601 AAGATATCATAAACTGCATGGAGAAAAGCTCTAAGTCCATCTTTGTTTTGTCTCCCAATTTCGTCCAGAGCGAGTGGTGCCACTATGAACTCTACTTTGG
680FE D I | N C M E K S S K S I F VL SPNTFVQSEWTC CHYETLYTFG
2701 CCACCACCACCTCTTCCATAAAGGGTCTGATGACATAATTCTTATCTTACTGGAACCCATTCCACTCTACTGCATTCCTACCAGGTATCCTGCACTGAAA
713 H HHULFHKGSDODTI I L I L LE®PI P LY CI P TR RYPATLK



2801 GCTCTCATGGAAAAGAAAGCATATTTGGAATGGCCCAAGGATAGGCGTAAATGTTGCCTTTTTTGGGCAAACCTTAGAGCTGCTATTCATGTTAATCTAT
747" A L M E K K A Y L EWZPIKDT RI RIKTGCT CLTFMWANLT RAATIHVNIL
Xhol (2954)
2901 TAGAAACCAGAGAGGTGTGTGAACTACAGACATTCACAGAGCTGAATGAAGGGTCTCGAGGTTCTGCAATATCTCTGATAAAAACAGACTGCCTATAAAG
780L E T R E V C E L Q T F T ELNETGS ST RGSATI S LI KTDTC L o
Nhel (3014)
3001 CCCCACCTATGCCTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGA

Hpal (3152) Mfel (3163)
3101 AATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAG

EcoRI (3248)
3201 GTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTAC
L e

3301 TTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAG

3401 ATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAAT

Swal (3501) EcoO1091 (3562)
3501 AATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACT

3601 TAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTG
414 ¢ N R T Y K L P I L E E | T

Sacl (3762) BstXI (3791)

3701 GTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGA
1264T K V L K G NM E I L VF CDZPAYUDS S 1l L EURT CMGT CU®PSV VR I
3801 TGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTC
934 S R DV E D S Y P HR VAV I T DFDI KU QGNSVASGI I A 1 AE

Stul (3926)
3901 AGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTG
604 A C V T VR G I Y A E I HVAS 1 I EGTIKTW RI A A GV HHKN
BspHI (4076)
4001 TCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAG

264D E Y L M T I K E T AV EVLELDA QQS I NFTIKM--
Asel (4134) Sacl (4191)
4101 TCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCT TATCTGACGGTTCACTAAACGAGCTCTGC
e

Spel (4289)
4201 TTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAA
- —

4300 ACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCAT

SnaBI (4417)
4400 GGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTG

Ndel (4522)
4500 ACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCC

4600 CTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAAC

Pstl (4701)
Sdal (4700)Pacl (4708)

4700 GCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCC

- -

4798 CCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTG

4898 CGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCA

ApaLl (5032)
4998 GTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAA

5098 CCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGG

5198 CCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAAC

5298 AAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTC

Eagl (5468)
Pacl (5448) Swal (5457)  Notl (5467)
5398 TGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCAT

5498 TACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAG
5598 TGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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