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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Kasl (535) Agel (552)
501 CTGAGATCACCGGTCATCATGAGCAGGAGTTTGCCTTGTCATATCTACTCCTTTTG
- 1M S R S L P CH I Y S F W
BsrGI (623) Pstl (672)
601 GGTACTGTTGCCCTTTTGGATACTGTACACAACTTCTACCAACAAATGTACTGTTAGACATGAAATAGCTGACTGCAGCCATCTGAAGTTGACTCAAATA
13 v L L P FWI LY TTSTNIKTCTVI RHE I A DU CSHLIKTLTAQ.I
701 CCCGATGACCTCCCGGCAAATATAACAGTGTTGAATCTTACCCACAATCAACTCAGAAGATTACCACCTGCCAATTTTACAATATACAGCCAACTTACTA
47 P D D L P A N1 TVLNLTHNI QLI RRL®PPANTFTI Y S QLT
XemlI (821)
801 CCTTGGATGGAGGATTTAACACCATCTCAAAGCTGGAGCCAGAATTGTGCCAAAGTCTCCCTTTGTTGGAAATTTTGAACCTCCAACACAATGAGCTCTC
80T L D G G F N T I S KL EPELTCQSULZ®PLLE 1T L NL QHNETL S
901 TCAGCTTTCTGATAAAACCTTTATCTTCTGCATGAATTTGATTGAACTCCATCTAATGTCCAACTCAATCCAGAAGATTCAAAATAATCCCTTTAAAAAC
113 Q L S D K T F I F CMNUL I E L HLMSNIZSI QK I QNNZPTF KN
BglII (1020)
1001 CTGAAGAATTTAATCAAATTAGATCTATCTCATAATGGTTTATCATCTACTAAATTAGGAACGCAGCTCCAACTGGAAAATCTCCAAGAGCTTCTATTAG
147 L K N L I K L DL SHNGLS ST KLU GTA QLQLENLQETLTLL
1101 CAAATAATAAAATTTCTGCACTAAAACGTGAAGAACTTGATTTCCTTGGCAATTCTTCTTTAAAAAGATTAGAGTTGTCATCAAATCAAATACAAGAGTT
180PA N N K I S A L K R E E L DF L GNJS S LK RULTETILSS SN QI QEF
1201 CTCTCCAGGGTGTTTTCATGCCATTGGAAAATTATTTGGCCTCTCTCTGAACAATGTCAAACTGAGCCCCAGTCTGACAGAGAAACTTTGCTTAGAATTA
213 S P G C F HA I GKULF GLSLNNVI KILSU®PSLTTETZKTLTCTLE'L
BsrGI (1343)
Pvull (1339) Sphl (1394)
1301 TCCAACACAAGCATTGAGAATCTATCCCTGAGCAACATCCAGCTGTACAAAACCAGCAACACGACTTTCTTTGGACTAAAGCAGACAAACCTCAGCATGC
247 S N T S I E N L S L S N1 QLY KTSNTTTFTFGLIKIOQTNLSM
1401 TTGATCTTTCCCATAACAGCTTAAGTGTGATTGGTAATGATTCCTTTGCTTGGCTTCCACATCTGAAATATTTCTTTCTGGAGTATAACAATATAGAGCG
280k L D L S HN S L SV I GNDSFAWLU®PUHILIKYFFLEYNNIETR
1501 TTTGTCTTCTCGCTCTCTTTATGGGCTTTCCAATGTGAAATACCTGAATCTGAGACGATCTTTTACTAAACAAAGCATTTCCTTGGCTTCACTTCCCAAA
313 L S S R S L Y G L SNV KY LNV LA RRST FTIKAOQSI SLASTLPK
1601 ATAGAGGACTTTTCCTTTCAATGGCTAAAATCTTTGGAGTATCTCAACATGGAAGATAACAACTTTCCAGGCATAAAAAGGAATACTTTCACAGGATTGA
347 | E D F S F QWUL K SLEYLNMETDNNTFU®PGI KRNTTFTG L
1701 TAAAGCTGAAAAGTTTAAGTCTATCCAACTCCTTCTCAAGTTTGCGAACTTTAACAAATGAAACATTTATATCACTCGCTGATTCTCCTCTTCTCATACT
3801 K L K S L S L S NS F S S LRTLTNETT FI1I SLADSU®PL L I L
1801 CAACCTAACCAAAAATAAAATCTCAAAAATAGAGAGTGGTGCTTTTTCTTGGTTGGGCCACCTAAAGGTACTTGACCTCGGCCTTAATGAAATTGGGCAA
413 N L T K N K I S K I E S GA F SWULGHULIKVLDLGLNTETI GAQ
1901 GAACTCACAGGACAGGAATGGAGAGGTCTAAAAAATATTGTTGAAGTCTACCTTTCCTACAACAGATACCTAGAGTTGACTACCGACTCTTTCGCCTTGG
447 E L T G Q EWR G L KNIT VEVY L SYNR RY L ELTTUDSTFAL
2001 TTCCAAGCCTTCAACAACTGATGCTCCGAAGGGTGGCCCTTAGAAACATGGATTGCTCCCCTTCACCTTTTCACCCTCTTTTTAACTTGACCATTTTGGA
480V P S L Q Q L M L RRVALI RNMDTECSU®PS®PTFMHZ®PLT FNLTI L D
2101 TCTAAGTAACAACAATATAGCCAACATAAATGATGAACTGTTGAAGGGTCTTGAGAAACTACAAATTCTGGATTTGCAGCATAACAATTTAGCACGGCTC
513 L S NN NI A NI NDZEULULIKGULTEIKTULQI L DL QHNNILATRL
EcoO1091 (2240)
2201 TGGAAACACGCAAACCCTGGCGGTCCTGTTCAGTTTCTGAAGGGCCTTTCTCACCTCCACATCCTTAACTTAGAGTCTAATGGCTTTGATGAAATCCCAG
547 W K H A NP G GP V QF L KGULSHULHI L NLESNGTFDTETI P
2301 CAGATGCCTTCAGGGACTTATCTGAATTGAAGAGCATTGATTTAGGATTGAATAATTTAAACATCCTTCCACCATCTGTCTTTGATAATCAAGTGTCTCT
580kA D A F R D L S E L K S 1 DL GLNNWLN NI LUPUPSVFDNA QVSL
2401 GAAGTCATTAAGCCTTCAGAAGAATCTCATAACGTCAGTCAAGAAGACTGTTTTTGGACCTGCATTCCAGAAGTTGAGTAATTTAGATATGCGCTTCAAT
613 K S L S L Q K N L I T SV KIKTVTFGPATFIQKIULSNLUDMRTFN
Scal (2551)
Asel (2545)
2501 CCGTTTGACTGTACGTGTGAAAGCATTGCCTGGTTTGTTAGTTGGATTAATAGTACTCACACCAACATCTCTGAATTATCCAGCCATTACCTCTGCAATA
647 P F D C T C E S I AW F V SWI NS THTNI S EULSSHY L CN

2601 CTCCACCTCAATATCATGGTCTCCCAGTGATTCTTTTTGATACATCACCCTGCAAAGACAGTGCCCCATTTGAACTCTTTTTCATGATAACTGCCAGTAT

680kT P P Q Y HG L P V I L F DTS S®PCKUDSAPTFTELTFFMI TASM
BsaBI (2706) BstBI (2737) EcoRV (2751)

2701 GCTACTGATTTTTATCTTTATTATACTGCTCATCCATTTCGAAGGCTGGCGGATATCTTTTTATTGGAATGTTTCAGTGCATCGAGTTCTTGGTTTCAAA

713» L L I F I F I I L L I HF EGWRI SFYWNVSVHRUVLGTF K

2801 GAAATAGACAAGCAGCCAGAGCAGTTTGAATATGCAGCATATATAATTCATGCCTATAAAGATAGGGATTGGGTCTGGGAACACTTTGCCCCAATGGAAG

747 E I D K QP E QF EYAAY |l I HAY KD RIDWVWEUHTFAUPME



2901 AAAAAGATGAAACTCTCAGATTTTGTCTGGAAGAAAGGGACTTTGAGGCAGGTGCCCTTGAACTTGAAGCAATTGTTAATAGCATCAAAAGGAGCAGAAA

780FE K D E T L R F C L E E R DF EAGATLTETLTEATI VNS STI KT RSTR RK
ApaLl (3058)

3001 AATTATTTTTGTCATAACACAACATCTACTGAAAGATCCATTGTGCAAAAGATTCAAGGTGCACCATGCAGTTCAGCAAGCTATTGAACAAAATCTGGAT

813 | | F VI T QH L L KDU&P LU CIKR RTFIKVHHAYQQAIl E QNWLD
3101 TCCATTATACTGATCTTTCTTGAGGAGATTCCAGATTATAAACTGAACCATGCACTCTGTTTGCGAAGAGGAATGTTTAAATCTCACTGCATCTTGAACT
847 S | 1 L I F L E E I P DY KL NHALT CL I RI RGMTFIKSHT CI L N

Mscl (3287)
Nhel (3281)

3201 GGCCCGTGCAGAAAGAACGGATAAATGCCTTTCATCACAAACTGCAAGTAGCACTTGGTTCCAGAAATTCAGTACATTAAGGCTAGCTGGCCAGACATGA

880FW P V Q K E R I N A F HHIKULI QVALGS ST RNSV H e E —

3301 TAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCAT

Hpal (3419)
3401 TATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTC

EcoRI (3515)
3501 TACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATA
_— =

3601 GGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCT

Swal (3768)
3701 CTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATG

Eco01091 (3829)
3801 TTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGA

3901 CAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGC
+414 ¢« N R T Y K L P I L E E I T T K VL KGNMTE I L
BstXI (4058)
4001 ACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCC
1154v F ¢ D P A Y D S I L ERCMG G CU®PSVVR I SRDVETDTSTYUPHTR
Stul (4193)
4101 TGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTC

824 VvV AV | T D F DK QGNSVASGI A1l AEACVTVR RGI Y ATE
4201 AATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCG
494 | H V A S I | E G T K TR I A A GV HHIKNDTEYLMT I KETA

4301 ACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGAT
154v E V L E L D Q Q S I N F T K M -
Asel (4401)
4401 GATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCT TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGC
-y

Spel (4556)
4501 CCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGAC
-

SnaBI (4684)
4600 TTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTG

NdeI (4789)
4700 CCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATAC

4800 ACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTA

Pstl (4968)
Sdal (4967)Pacl (4975) BspLU11I (4985)
4900 TTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAA
B e
4998 AAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAG

5098 TCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGA

5198 TACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCT

ApaLl (5299)
5298 GTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGC

5398 AGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTT

5498 GGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTT

5598 GCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGG

Eagl (5735)
Pacl (5715) Swal (5724)  NotI (5734)
5698 GATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGT

5798 AACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCG
5898 AA
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