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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCATCATGAGCAGGAGTTTGCCTTGTCATATCTACTCCTTTTG

GGTACTGTTGCCCTTTTGGATACTGTACACAACTTCTACCAACAAATGTACTGTTAGACATGAAATAGCTGACTGCAGCCATCTGAAGTTGACTCAAATA

CCCGATGACCTCCCGGCAAATATAACAGTGTTGAATCTTACCCACAATCAACTCAGAAGATTACCACCTGCCAATTTTACAATATACAGCCAACTTACTA

CCTTGGATGGAGGATTTAACACCATCTCAAAGCTGGAGCCAGAATTGTGCCAAAGTCTCCCTTTGTTGGAAATTTTGAACCTCCAACACAATGAGCTCTC

TCAGCTTTCTGATAAAACCTTTATCTTCTGCATGAATTTGATTGAACTCCATCTAATGTCCAACTCAATCCAGAAGATTCAAAATAATCCCTTTAAAAAC

CTGAAGAATTTAATCAAATTAGATCTATCTCATAATGGTTTATCATCTACTAAATTAGGAACGCAGCTCCAACTGGAAAATCTCCAAGAGCTTCTATTAG

CAAATAATAAAATTTCTGCACTAAAACGTGAAGAACTTGATTTCCTTGGCAATTCTTCTTTAAAAAGATTAGAGTTGTCATCAAATCAAATACAAGAGTT

CTCTCCAGGGTGTTTTCATGCCATTGGAAAATTATTTGGCCTCTCTCTGAACAATGTCAAACTGAGCCCCAGTCTGACAGAGAAACTTTGCTTAGAATTA

TCCAACACAAGCATTGAGAATCTATCCCTGAGCAACATCCAGCTGTACAAAACCAGCAACACGACTTTCTTTGGACTAAAGCAGACAAACCTCAGCATGC

TTGATCTTTCCCATAACAGCTTAAGTGTGATTGGTAATGATTCCTTTGCTTGGCTTCCACATCTGAAATATTTCTTTCTGGAGTATAACAATATAGAGCG

TTTGTCTTCTCGCTCTCTTTATGGGCTTTCCAATGTGAAATACCTGAATCTGAGACGATCTTTTACTAAACAAAGCATTTCCTTGGCTTCACTTCCCAAA

ATAGAGGACTTTTCCTTTCAATGGCTAAAATCTTTGGAGTATCTCAACATGGAAGATAACAACTTTCCAGGCATAAAAAGGAATACTTTCACAGGATTGA

TAAAGCTGAAAAGTTTAAGTCTATCCAACTCCTTCTCAAGTTTGCGAACTTTAACAAATGAAACATTTATATCACTCGCTGATTCTCCTCTTCTCATACT

CAACCTAACCAAAAATAAAATCTCAAAAATAGAGAGTGGTGCTTTTTCTTGGTTGGGCCACCTAAAGGTACTTGACCTCGGCCTTAATGAAATTGGGCAA

GAACTCACAGGACAGGAATGGAGAGGTCTAAAAAATATTGTTGAAGTCTACCTTTCCTACAACAGATACCTAGAGTTGACTACCGACTCTTTCGCCTTGG

TTCCAAGCCTTCAACAACTGATGCTCCGAAGGGTGGCCCTTAGAAACATGGATTGCTCCCCTTCACCTTTTCACCCTCTTTTTAACTTGACCATTTTGGA

TCTAAGTAACAACAATATAGCCAACATAAATGATGAACTGTTGAAGGGTCTTGAGAAACTACAAATTCTGGATTTGCAGCATAACAATTTAGCACGGCTC

TGGAAACACGCAAACCCTGGCGGTCCTGTTCAGTTTCTGAAGGGCCTTTCTCACCTCCACATCCTTAACTTAGAGTCTAATGGCTTTGATGAAATCCCAG

CAGATGCCTTCAGGGACTTATCTGAATTGAAGAGCATTGATTTAGGATTGAATAATTTAAACATCCTTCCACCATCTGTCTTTGATAATCAAGTGTCTCT

GAAGTCATTAAGCCTTCAGAAGAATCTCATAACGTCAGTCAAGAAGACTGTTTTTGGACCTGCATTCCAGAAGTTGAGTAATTTAGATATGCGCTTCAAT

CCGTTTGACTGTACGTGTGAAAGCATTGCCTGGTTTGTTAGTTGGATTAATAGTACTCACACCAACATCTCTGAATTATCCAGCCATTACCTCTGCAATA

CTCCACCTCAATATCATGGTCTCCCAGTGATTCTTTTTGATACATCACCCTGCAAAGACAGTGCCCCATTTGAACTCTTTTTCATGATAACTGCCAGTAT

GCTACTGATTTTTATCTTTATTATACTGCTCATCCATTTCGAAGGCTGGCGGATATCTTTTTATTGGAATGTTTCAGTGCATCGAGTTCTTGGTTTCAAA

GAAATAGACAAGCAGCCAGAGCAGTTTGAATATGCAGCATATATAATTCATGCCTATAAAGATAGGGATTGGGTCTGGGAACACTTTGCCCCAATGGAAG
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  V  L   L   P   F   W  I   L   Y   T   T   S   T   N  K  C  T   V  R   H  E   I   A   D  C  S   H  L   K  L   T   Q  I  

 P   D  D  L   P   A   N  I   T   V  L   N  L   T   H  N  Q  L   R   R   L   P   P   A   N  F   T   I   Y   S   Q  L   T   
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AAAAAGATGAAACTCTCAGATTTTGTCTGGAAGAAAGGGACTTTGAGGCAGGTGCCCTTGAACTTGAAGCAATTGTTAATAGCATCAAAAGGAGCAGAAA

AATTATTTTTGTCATAACACAACATCTACTGAAAGATCCATTGTGCAAAAGATTCAAGGTGCACCATGCAGTTCAGCAAGCTATTGAACAAAATCTGGAT

TCCATTATACTGATCTTTCTTGAGGAGATTCCAGATTATAAACTGAACCATGCACTCTGTTTGCGAAGAGGAATGTTTAAATCTCACTGCATCTTGAACT

GGCCCGTGCAGAAAGAACGGATAAATGCCTTTCATCACAAACTGCAAGTAGCACTTGGTTCCAGAAATTCAGTACATTAAGGCTAGCTGGCCAGACATGA

TAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCAT

TATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTC

TACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATA

GGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCT

CTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATG

TTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGA

CAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGC

ACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCC

TGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTC

AATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCG

ACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGAT

GATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGC

CCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA C T A G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGAC

TTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTG

CCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATAC

ACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTA

TTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCC T G C AG G TT AA TTAAGAACATGTGAGCAA

AAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAG

TCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGA

TACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCT

GTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGC

AGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTT

GGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTT

GCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGG

 •  N  R   T   Y   K  L   P   I   L   E   E   I   T   T   K  V  L   K  G  N  M  E   I   L   

V  F   C   D  P   A   Y   D  S   I   L   E   R   C   M  G  C  P   S   V  V  R   I   S   R   D  V  E   D  S   Y   P   H  R

  V  A   V  I   T   D  F   D  K  Q  G  N  S   V  A   S   G  I   A   I   A   E   A   C  V  T   V  R   G  I   Y   A   E  

 I   H  V  A   S   I   I   E   G  T   K  T   R   I   A   A   G  V  H  H  K  N  D  E   Y   L   M  T   I   K  E   T   A   

V  E   V  L   E   L   D  Q  Q  S   I   N  F   T   K  M 

E   K  D  E   T   L   R   F   C   L   E   E   R   D  F   E   A   G  A   L   E   L   E   A   I   V  N  S   I   K  R   S   R   K
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 S   I   I   L   I   F   L   E   E   I   P   D  Y   K  L   N  H  A   L   C   L   R   R   G  M  F   K  S   H  C  I   L   N  

W  P   V  Q  K  E   R   I   N  A   F   H  H  K  L   Q  V  A   L   G  S   R   N  S   V  H  • 
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AseI (4401)

SpeI (4556)

SnaBI (4684)

NdeI (4789)

SdaI (4967)
PstI (4968)
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4001
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4600
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4900
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5098

5198
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5498

5598

141

115

82

49

15

780

813

847

880

GATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGT

AACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCG
AA

PacI (5715) SwaI (5724) NotI (5734)
EagI (5735)
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5898
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