Sefl (6)

Pvul (7)
Eagl (4290) Mrel (82)
ag Pspl14061 (203)
NotI (4289) Pvull (239)
Swal (4279) HindIII (245)
Pacl (4270) Nael (441)
— NgoMI (441)
. KasI (535)
Agel (552)
BStEII (555)
Ncol (560)
ApaLl (3854) hEF1-HTLV prom Sdal (615)
Pstl (616)
Pvull (658)
ori pMB1
Sspl (840)
BspLU11I (3540) Bsp1201 (875)
Pacl (3530) mZBP1 (DAI) isoform 1 BstXI (890)
Pstl (3523)
Sdal (3522) = BglII (986)
hCMV enh
Ndel (3344) pUNOl-mZBPla
(4454 bp)

SnaBI (3239)
Ecol1051 (3239)

hCMV prom
Spel (3111)

VspI (2956)
Asel (2956)
BspHI (2898)
Xmnl (2890)

Tth1111 (1465)
Xbal (1500)
BsaBI (1533)
SV40 p(A) mod BsiBI (1533)

Stul (2748)
Ecol471 (2748)

(h) Bglobin p(A)

BstXI (2613) Nhel (1836)

100
Hpal (1974)
Swal (2323) Mfel (1985)
Sspl (2309) EcoRI (2070)

InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp14061 (203) Pvull (239)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMI (441)
Nael (441)
401
Ncol (560)
BstEII (555)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCACCATGGCAGAAGCTCCTGTTGACTTGAGCACAGGAGACAA
- 1M A E AP V DULS TG DN
Pstl (616)
Sdal (615) Pvull (658)
601 TCTGGAGCAAAAGATCCTGCAGGTGTTGAGCGATGACGGCGGCCCTGTGAAGATTGGCCAGCTGGTGAAGAAATGCCAAGTGCCCAAGAAAACCCTCAAT
13 L E Q K1 L QVLSDDSGSGPVIKI 6QL V KIKTZCOQVU®PIKIKTTLN
701 CAAGTCCTTTACCGCCTGAAGAAGGAGGACAGAGTGTCCTCCCCAGAGCCTGCAACATGGAGCATAGGCGGGGCTGCTTCTGGAGATGGGGCTCCTGCAA
47 Q V L Y R L K K E DRV S SPEPATWSI GGAASGDGAUPA
Sspl (840) Bsp120I (875) BstXI (890)
801 TCCCTGAGAACTCCAGTGCCCAGCCTAGCCTTGATGAAAGAATATTAAGATTCCTGGAAGCCAATGGGCCTCACAGGGCCCTGCACATCGCCAAGGCTCT
80l P E N S S A QP S L DEI RIT LRTFILEANGPHRALHI A KA AL

Bglll  (986)
901 GGGAATGACGACAGCCAAAGAAGTGAACCCACTCCTGTATTCCATGAGAAATAAGCACCTTCTGAGCTATGACGGACAGACGTGGAAGATCTACCACTCA
113 G M T T A K E VN P L L Y SMURNI KW HLTLSYDGI QTMWZKTI Y HS
1001 CGTCAGGAAGGCCAAGACATAGCTCATTCTGGAGTCACACAAGAGTCCCCTGCGATTATTTGTCAGCACAATCCGGTCAACATGATCTGCCAACAAGGAG
147 R Q E G Q DI A HS GV TQESUPAI I CQHNPVNMITCAO QA QG
1101 CCAACAGCCACATCTCCATTGCCAATTCAAACGCCATCCAGATTGGTCACGGGAATGTCATAGTAAGAGAGAAAGCCTGTGGTGAGCCAGGTCCCAGGAC
189FA N S H I S I A NS NA I QI GHGNVI VRETZ KATCGET PG GTPRT
1201 CTCTCACCCTCTACCCTTGGCATGGGACGCCTCTGCTCAGGACATGCCCCCTGTTGCCCACGGAGCTCAGTACATCTACATGGACAAGTCCTTGCTCCAA
213 S H P L P LA WDASAQDMPUPVAHGAIOQY Il YMDTZEKTSTLTLAQ
1301 CAAGTGCAGCTTGGCCACCACAACGAGATGAGCCTCGTGGGGGATGCAGGGAAGCACCCCTCTTATAGCTTTTCTGACAGCCCCCCAGAAGTGTCAACCA
247 Q V. Q L G HHNEMSTULV GDAGI KU HPSYSTFSDSU®PZPTEUVST
Tth1111 (1465)
1401 CCACTGCTGACCCAGGAGCTTCATTCAACATGCAAACATCTGAGCCAGGCCCTCACCCTGAGGGAGACACAGTCCAGACAGTCCACATCAAATCCTGCTT
280k T T A D P GA S F NMOQTJSETPGPUHZPTETGDTUVOQTVHI KSTCTF
BsiBI (1533)
Xbal (1500) BsaBI (1533)

1501 TCTAGAGGACGCCACCATTGGTAACGGCAACAAGATGACCATCCACCTTAGGTCAAAGGGTGAAGTCATGGAGTCTGGAGACAGTGAAGAGCCGAAGAAG
313 L E DA T I GNGNUKMTI HLU RS KGEVMESGHDSTETEZP KK
1601 GAAGACACAGGTACAAGCTCTGAAGCCACTCCACCCAGAAGCTGCCAGCACACGCCCAGTGACTCCATGCTGCCCACCTCTGAGCTGAGAGCTATGGCTC
347 E D T G T S S EATPUPI RS COQHT®PSDSMLZPTSETLTZ RAMA
1701 TGGGAGACAGTAGCCCCCAGACCACAGAACCTGTGCTTAGAGAGCATGAAGTCCAGGACATAGAAAGCTCTCAAGACACAGGACTGAGCAAGCAATGAAG
380 L G D S S P Q T T E P VLR EUHEV QDI E S SQDTGTL S K Q- e S

Nhel (1836)
1801 CTGTGGGACCATAGGCTGACCCCTCTGCCACTATAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGT
413 C G T | G e

Hpal (1974) Mfel (1985)
1901 GAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTT

EcoRI (2070)
2001 TATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTT
[ -

2101 AACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTC

2201 ACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCT

Sspl (2309) Swal (2323)
2301 TTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATAT

2401 CCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAG

1414 ¢ N R T Y K L

2501 GGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATG

1344 P | L E E I T T K V L K GNWME I L VF CDUZPAYDS I L ERCWM
BstXI (2613)

2601 CCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAG

1046 C P S V VR I S R DV ED S Y P HRVAV I TDFIDI K QGNS VA




Stul (2748)
Ecol1471 (2748)
2701 CAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGC
674 S G I A Il A EA CVTVZRGI YAE Il HVASI 1 I EGTIKTR R I A
BspHI (2898)
Xmnl (2890)
2801 CGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTC
344 A G V HH K NDEY LMTI KETAVEVLELUDAI QQS I NTFTHK
Vspl (2956)
Asel (2956)
2901 ATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGA
04iM - ]
3001 CGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGT

Spel (3111)
3101 CCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGT
_— e

SnaBI (3239)
Ecol05I (3239)
3200 ACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCA

Ndel (3344)
3300 GGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACC

3400 CATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGC

Pstl (3523)
Sdal (3522) Pacl (3530)  BspLUI1I (3540)
3500 CATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGG
-

3598 CGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTT

3698 TCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAT

ApaLI (3854)
3798 AGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCG

3898 GTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGC

3998 TACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTT

4098 GGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATC

Eagl (4290)
Pacl (4270) Swal (4279)  NotI (4289)
4198 CTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGC

4298 AATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAAC
4398 TAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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