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Bst11071 (1183)
Xcml (1203)
Scal (1220)
Pvull (1261)

pUNO1-mZAP70a

(5066 bp)

hCMYV prom
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Fspl (1634)
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Swal (2935)
SspI  (2921)
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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV  (441)
401
SphI (560)
Kasl (535) Agel (552) Sacll (572)
501 CTGAGATCACCGGTCAGCATGCCCGATCCCGCGGCGCACCTGCCATTCTTCTATGG
- 1M P D P A A HL P F F Y G
601 CAGCATCTCGCGGGCTGAGGCCGAGGAGCACCTGAAGCTGGCAGGCATGGCCGACGGGCTGTTCCTCCTGCGCCAGTGTTTGCGCTCCCTGGGCGGCTAC
13 S | S R A E A E EHLIKLAGMADGTLT FLTULU R QT CLI RSTLGGY

BsiWI  (764)
701 GTGCTGTCGTTGGTGCACGACGTGCGCTTCCACCATTTCCCCATCGAGCGCCAACTCAACGGCACGTACGCCATCGCGGGCGGGAAGGCGCACTGCGGCC
47 V. L S L VH D V R F HHFU®P I ERQLNGTYAI AGGIKAUHTCG
Xmal (895)
801 CGGCCGAGCTCTGCCAGTTCTACTCTCAGGACCCCGACGGGCTGCCCTGCAACCTGCGTAAGCCGTGTAACCGGCCGCCCGGACTGGAGCCACAGCCCGG
80P A E L C Q F Y S QDUPUDSGLU P CNLI RIKU®PT CNRUPZPSGILTETZPAQFPSG
Bbsl (901)
901 GGTCTTCGACTGCCTGCGTGATGCTATGGTGCGCGACTACGTGCGCCAGACCTGGAAGCTGGAGGGCGATGCACTAGAGCAGGCCATCATCAGCCAGGCC
113 v F D C L R D AM V R DY VR QTWI KIULTEGDA ALTEUQATI I S QA
1001 CCACAGGTGGAGAAGCTCATTGCTACCACAGCCCACGAGCGAATGCCCTGGTATCACAGCAGCCTGACTCGTGAGGAGGCCGAGCGCAAACTCTATTCCG
147 P Q V E K L I AT T A HEIRMUPWYHS S L TR RTETEATETRIKL Y S
Ndel (1151) Bst11071 (1183)
1101 GCCAGCAGACCGACGGCAAGTTCCTGCTGAGGCCCCGGAAGGAGCAGGGCACATATGCACTGTCCCTGGTCTATGGGAAAACTGTATACCACTATCTCAT
180G Q Q T b G K F L L R PRKEQGTYALSL VY G KTV YHYWLI

XcemI (1203) Scal (1220) Pvull (1261)
1201 CAGCCAGGACAAGGCTGGCAAGTACTGCATCCCCGAAGGCACCAAGTTTGACACGCTCTGGCAGCTGGTGGAGTACCTGAAGCTGAAGGCGGATGGACTA
213 S Q D K A G K Y C 1l P E GTIKFDTULWOQLVEYULIKTILIKADGIL

1301 ATTTACCGCTTGAAGGAGGTCTGTCCCAACAGCAGCGCCAGCGCGGCAGTTGCTGCACCCACCCTCCCAGCCCACCCATCCACATTCACTCAGCCTCAGA

247 | Y R L K E V C P NS S A SAAVAAUPTLUPAMHZPSTTFTNQPNAQ
Ncol (1484)

1401 GACGAGTGGACACCCTGAACTCGGACGGATACACCCCTGAACCAGCACGCTTAGCGTCATCGACAGACAAGCCCCGGCCGATGCCCATGGACACAAGTGT

280kR R V D T L N S D G Y T P EPARLASSTDIKU®PI RPMPMDTS V

Bsu36l (1522) Xmnl (1542)
1501 GTACGAGAGTCCCTACAGCGACCCTGAGGAACTCAAAGACAAGAAGCTCTTCCTGAAGCGAGAGAATCTCCTCGTGGCGGACATCGAGCTTGGCTGTGGC
313 Y E S P Y S DUPETETLTIKUDTI KT KTLTFTLZ KR RENLTLVADITETLTGTCG

Fspl (1634)
Sphl (1631)
1601 AACTTTGGCTCCGTGCGCCAGGGAGTCTATCGCATGCGCAAGAAGCAGATTGACGTGGCCATCAAGGTGCTGAAGCAGGGCACAGAGAAGGCCGACAAAG
347k N F G S VR Q GV Y RMI RIKIKQI DVAI KVLIKAOQGTTEKATDK
1701 ATGAGATGATGCGAGAGGCCCAGATCATGCACCAGCTCGACAACCCCTACATCGTGCGGCTCATCGGCGTGTGCCAGGCAGAAGCACTCATGCTGGTCAT
380D E MM R EA QI MHQLIDNUPY Il VRL I GVCQATEALMTL VWM
Bsp1201 (1816) Ncol (1895)
1801 GGAGATGGCGGGAGGCGGGCCCCTGCACAAGTTCCTGCTGGGAAAGAAGGAGGAGATCCCTGTGAGCAATGTGGCTGAACTGCTGCACCAGGTGGCCATG
413 E M A GG G P L HKTFLULGI K KTETETILI PV S NVATETILTLWUHA QVAWM
1901 GGCATGAAGTATTTGGAGGAGAAAAACTTTGTGCACCGCGACCTGGCAGCCCGCAATGTTCTACTGGTCAATCGGCACTATGCCAAGATCAGCGACTTTG
447 G M K Y L E E K NF VHRDILAARNVILILV NI RHYAIKTI S DTF
PstI (2048)
2001 GCCTGTCCAAAGCCCTGGGTGCTGACGACAGCTATTACACAGCCCGGTCTGCAGGGAAGTGGCCTCTGAAGTGGTACGCGCCAGAGTGCATCAACTTTCG
480G L S K AL GA DDSY Y TARSAGIKWPTLIKWYAPTETCTI NTFR
BstEIl (2136) Stul (2150) Bsp120I (2190)
2101 GAAGTTCTCCAGCCGCAGTGACGTCTGGAGCTATGGGGTCACCATGTGGGAGGCCTTCTCCTATGGCCAGAAGCCCTACAAGAAAATGAAGGGCCCCGAG
513 K F S S R S DVWSYGVTMMWTEA ATFSY G QKP Y KKMIKG P E
2201 GTCCTGGACTTCATCAAGCAGGGTAAGAGGATGGAATGTCCGCCGGAGTGTCCTCCTGAGATGTATGCACTTATGAGTGACTGCTGGATCTACAAGTGGG
547 V L D F I K Q G K RM ECU®PUPET C®P®PEMYA ALMSTU DT CWI Y K W
Sfil (2358) SandI (2373)
2301 AGGATCGCCCCGACTTCCTGACTGTGGAACAACGTATGCGGAACTATTACTACAGCCTGGCCAGCCGGGCCGAGGGACCCCCACAGTGTGAACAGGTGGC
580 E D R P D F L T VE Q R MR NY Y Y SLASI RAETGTPZPA QTCTEN QVA
Nhel (2448)
2401 CGAGGCTGCATGTGGCTGAGCCCCAAGCCTCCCTACACCCTCTGTCCAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAA
613 E A A C G e

Hpal (2586) Mrfel (2597)
2501 CTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAA




EcoRI (2682)
2601 TTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCA
L -

2701 TAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCT

2801 GTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCT

SspI  (2921) Swal (2935)
2901 CCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGC

3001 CCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCT
414 ¢ N R

3101 GGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGC

1384 T Y K L P I L E E I T T K VL K GNME'1l L VF CDUZPAYDS I L

3201 TCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCC

1044E R C M G C P S VV R I S RDVEDSYUPHRVAV I TDFIDIZKIOQG

Stul (3360)

3301 CGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTT

74 N S VA S G I A1l A EA CVTVURGI YATEI HVAS 1l I EGTHK

3401 GGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATG

384 T R 1 A A GV HHIKNDTEYLMT I KETAVEVLETLDZGQAQSI

BspHI (3510)
BbsI (3506)

Xmnl (3502) Asel (3568)
3501 TTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTC
44N F T K M - -

3601 CAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGA

Spel (3723)
3700 CATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCA
-

SnaBI (3851)
3799 CGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACT

Ndel (3956)
3899 GGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCG

3999 TAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGT

PstI (4135)
Sdal (4134)Pacl (4142)  BspLUI1l (4152)

4099 CAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAG

-

4197 GCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAA

4297 GATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGT

4397 GGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGC

4497 TGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGT

4597 ATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTT

4697 CGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGA

Pacl (4882) Swal (4891)
4797 TCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTA

NotI (4901)
4897 AATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACG
4997 AAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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