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Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp14061 (203) HindIII (245) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Ncol (560)
BstEII (555)
Kasl (535) Agel (552)

501 CTGAGATCACCGGTCACCATGGCGTGGTCCGGTAATAAGGCAGCTGTTGTGCTGTG

- 1I*PM A WS G NKAA AV V L C

Ncol (617)

601 TGTGGATGTGGGGGTTGCCATGGGTAACTCCTTTCCTGGTGAAGAATCTCCAATTGAACAAGCAAAGAAAGTGATGACTATGTTTGTCCAACGACAGGTA
13 vV DV GVAMGNSTFU®PGETESUZPI EQAIKI KVMTMTFV QR QV

Dralll (792)

701 TTTTCGGAGAGCAAAGATGAGATTGCGTTAGTCCTCTATGGCACAGATGGCACTGATAATGCCCTTGCTGGCAAGGACCAGTATCAGAACATCACAGTGT
47 F S E S K D E I AL VLY GTDGTIDNALA AGI KUDU QY QN1 TV
801 GCAGACACCTGATGCTACCAGATTTTGATTTGCTGGAAGACATCGGAAACAAAATCCAGCCAAGTTCCCAGCAAGCCGACTTCCTGGACGCCCTGATTGT
890C R H L M L P DFDULULEH DI GNZKI QPS SQQADTFLUDATL I V
901 GTGCATGGATTTGATTCAGCGTGAAACCATAGGGAAGAAGTTTGGGAAGAAGCATATTGAAGTGTTCACTGACCTCAGCAGCCCGTTCAGCCAGGACCAA
113 C M D L I Q R E T I G K K F G K K H I E V F TDULSSPF S QDAQ

Pstl (1042)
1001 CTGGACGTTATAATTTGTAACTTGAAGAAGTCTGGCATCTCTCTGCAGTTCTTTTTGCCTTTTCCAATCGACAAGAATGGCGAGCCTGGCGAGAGAGGGG
147 L D V I | C N L K K S G 1 S L QF F L PF P11 DKNUGTEUPGTETRSG
1101 ACCTGGACTCTGGCTTGGACCACCTCAAACCCTCCTTCCCTCAAAAAGGACTTACTGAGCAGCAAAAGGAAGGCATCCGCATGGTGACAAGGGTGATGCT
180D L D S G L D HL KPS F P QKGLTEI QQKTETGI RMV TR RVMIL
1201 GTCCTTAGAAGGCGAAGACGGGCTGGATGAAATTTATTCCTTCAGTGAGAGTCTACGACAACTGTGCGTCTTTAAGAAGATTGAGAGGCGTTCCATGCCC
213 S L E G E D G L DE Il Y S F S ESLIROQLCVFKIK 1 EIRI RSMTP
BsrGI (1362)
Xeml (1308) Clal (1356)
1301 TGGCCCTGCCAACTGACCATTGGCCCCAACTTGTCTATAAAGATTGTAGCCTATAAATCGATTGTACAGGAGAAATTTAAGAAGAGTTGGGTAGTTGTGG
247 W P C Q L T I G P NL S 1T K1 VAY K S I VQEJZKTFKIKSWV VYV
Acc651
1401 ACGCAAGAACGCTAAAGAAGGAAGATATACAAAAAGAGACTGTTTATTGCCTAAATGACGATGATGAAACTGAAGTTTCCAAAGAGGACACTATTCAAGG
280D A R T L K K E DI Q K E T VY CLNDUDUDTETTEUVSKTET DT I QG
EcoRV (1516)
1501 GTACCGCTACGGAAGTGATATCATTCCTTTTTCTAAAGTGGATGAGGAACAAATGAAATATAAATCTGAGGGGAAGTGCTTCTCTGTTTTGGGATTTTGT
313 Y R Y G S DI | P F S KV DEES QMI KY K S EGIKT CTFSVLGFC
1601 AAATCTTCTCAGGTTCATAGAAGATTCTTCATGGGACATCAAGTTCTAAAGGTCTTTGCAGCAAAGGATGATGAGGCGGCAGCTGTTGCCCTTTCCTCTC
347 K S S Q VHRRFFMGHA QVL KV FAAIKUDUDTEAAAVATL S S
BglIl (1759)

1701 TCGTTCATGCTTTGGATGAGTTAAACATGGTCGCCATCGTCCGATATGCTTATGACAAAAGATCTAATCCTCAAGTTGGTGTAGCCTTCCCTTACATTAA
380kL V H A L DEL NMVAI VRYAYDI KU RS SNPQVGVATFUPY Il K
BspLUI1I (1859) ApaLl (1890)

1801 GGACGCCTATGAGTGTTTAGTTTATGTGCAGCTGCCTTTCATGGAAGACTTGCGGCAATACATGTTTTCCTCGCTGAAAAACAATAAGAAGTGCACTCCC
413 DAY E CL VY VQL®PFMET DTLI R QYMT FSSLIKNNIKIKTCTF@®P

Eco471II (1915) BstXI (1940)
1901 ACAGAGGCCCAGCTGAGCGCTATTGATGATCTGATTGATTCCATGAGCTTGGTAAAGAAAAACGAGGAAGAAGACATTGTTGAAGATTTGTTTCCAACCT
447 T E A Q L S A I DDLI DSMS LV KJZKNTETEETDI VETDTLTFU®PT

BsrBI (2068)
2001 CCAAAATTCCAAATCCTGAATTTCAGCGATTGTACCAGTGTCTGCTGCATAGAGCCTTACATCTCCAGGAGCGGCTGCCCCCGATTCAGCAGCACATTTT
480kS K | P N P E F Q R LY QCULULHR RALUHLI QE T RTLU®PZPI QQH I L
BamHI (2109)

2101 GAATATGCTGGATCCCCCCACTGAGATGAAAGCAAAATGTGAGAGTCCACTCTCTAAAGTAAAGACCCTTTTCCCTCTCACAGAAGTCATCAAGAAAAAG
513 N M L DPPTEMIKATZ KT CETSU PLSIKVI KTTLTFU®PLTEUVI KKK
BspHI (2235) Bsp120I (2245)

2201 AACCAAGTGACTGCTCAGGACGTTTTCCAAGACAATCATGAAGAGGGGCCCGCTGCTAAAAAATATAAAACTGAGAAAGAAGAAGATCACATCAGCATCT
547 N Q VT A Q D VF Q DNHETEGZPAAIZKIKY KTEIKTETETDHUHTI S I
2301 CCAGCCTGGCAGAAGGGAACATCACCAAGGTTGGAAGTGTGAATCCTGTTGAAAACTTCCGTTTCCTAGTAAGACAGAAGATTGCCAGCTTTGAGGAAGC
580 S S L A E G NI T K V GS V NPV ENTFRT FL VR QK I A S F EEA

HindIII (2483)
2401 GAGTCTCCAGTTAATAAGTCACATCGAACAATTTTTGGATACCAATGAAACACTGTATTTTATGAAAAGTATGGACTGCATCAAAGCTTTCCGGGAGGAG
613* S L Q L I S H I E Q F L DTNZETLY FMIKSMUDTC I KATF R E E

Ecod7III (2522)
2501 GCCATTCAGTTTTCAGAAGAACAGCGCTTCAACAGCTTCCTGGAAGCCCTTCGAGAGAAAGTGGAAATTAAGCAATTAAATCATTTCTGGGAAATTGTTG
647 A1 Q F S E E Q R F NS F L EALIRTETZKVE I KQLNUHTFWEI V



Xeml (2666)

2601 TTCAGGATGGAGTTACTCTGATCACCAAAGACGAAGGCCCAGGAAGCTCTATCACAGCTGAGGAAGCCACAAAGTTTCTGGCCCCCAAAGACAAAGCAAA
680V Q D G V T L I T K D E G P G S S I T A EEATIKTFLATPIKTDIKA K

Mscl (2788)
BsaBI (2754) Nhel (2782)

2701 AGAAGATACAACGGGACCTGAAGAAGCTGGTGATGTGGATGATTTACTGGACATGATATAGATCATGGATGTGTGGGGAATCGCTAGCTGGCCAGACATG
713 E D T T G P E E A GDV DODTULTLTUDMII e _

2801 ATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCA

Hpal (2920)
2901 TTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCT

EcoRI (3016)
3001 CTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCAT
- -

3101 AGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGC

SspI  (3255) Swal (3269)
3201 TCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAAT

3301 GTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGG

3401 ACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAG

+414 ¢ N R T Y K L P I L E E I T T K V L K GNWME I L
Sacl (3530) BstXI (3559)
3501 CACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGC
1164 V F C D P A YD S 1|1 L ERCMSGTC®PSVVRI SRDVETDSYPH

Stul (3694)
3601 CTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCT
8249R V. A V I T D F DK QGNSVASGI AI AEACVTVRZ RGI Y AE
3701 CAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGC
404 | H V A S I | E G T K TR I AAGVHUHIEKNDTETYTLMTI I KETA
BspHI (3844)
3801 GACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGA

164 V E V L E L D Q Q S I N F T K M -
Asel (3902) Sacl (3959)
3901 TGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACC
-

Spel (4057)
4000 GCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAG
-

SnaBI (4185)
4099 ACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTAC

Ndel (4290)
4199 TGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGAT

4299 ACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCAT

Pstl (4469)
Sdal (4468)Pacl (4476) BspLUI11I (4486)
4399 TATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGC
-

4497 AAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCA

4597 AGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCG

4697 GATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGG

ApaLlI (4800)
4797 CTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCA

4897 GCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTAT

4997 TTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGT

5097 TTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAA

Eagl (5236)
Pacl (5216) Swal (5225) NotI (5235)
5197 GGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATC

5297 GTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTAT
5397 CGAA
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