
125

pUNO1-mXIAP
(4681 bp)

BsrS2

SV40 p(A)(h) ßglobin p(A)

pMB1 ori
hEF1-HTLV prom

hCMV enh

hCMV prom

EM7

mXIAP / ILP1 / BIRC4

SgfI (6)
PvuI (7)

Psp1406I (203)
PvuII (239)

HindIII (245)
Bsu36I (291)

NgoMIV (441)
KasI (535)

BspHI (560)

AgeI (724)
PvuII (794)

MscI (897)

Psp1406I (1261)
BstBI (1271)
NcoI (1340)
HpaI (1393)

SphI (1515)
Acc65I (1526)

ClaI (1654)

EcoO109I (1781)
BglII (1794)

ScaI (1864)
KasI (1883)

HindIII (1900)
PshAI (1993)

BstXI (2060)
NheI (2063)

MscI (2069)HpaI (2201)
EcoRI (2297)

SwaI (2550)
EcoO109I (2611)

SacI (2811)
BstXI (2840)

StuI (2975)

XmnI (3117)
BspHI (3125)

AseI (3183)
SacI (3240)

SpeI (3338)

SnaBI (3466)

NdeI (3571)

SdaI (3749)
PstI (3750)

PacI (3757)
BspLU11I (3767)

ApaLI (4081)

PacI (4497)
SwaI (4506)

NotI (4516)
EagI (4517)



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGACATCATGACTTTTAACAGTTTTGAAGGAACTAGAACTTTTGT

ACTTGCAGACACCAATAAGGATGAAGAATTTGTAGAAGAGTTTAATAGATTAAAAACATTTGCTAACTTCCCAAGTAGTAGTCCTGTTTCAGCATCAACA

TTGGCGCGAGCTGGGTTTCTTTATACCGGTGAAGGAGACACCGTGCAATGTTTCAGTTGTCATGCGGCAATAGATAGATGGCAGTATGGAGACTCAGCTG

TTGGAAGACACAGGAGAATATCCCCAAATTGCAGATTTATCAATGGTTTTTATTTTGAAAATGGTGCTGCACAGTCTACAAATCCTGGTATCCAAAATGG

CCAGTACAAATCTGAAAACTGTGTGGGAAATAGAAATCCTTTTGCCCCTGACAGGCCACCTGAGACTCATGCTGATTATCTCTTGAGAACTGGACAGGTT

GTAGATATTTCAGACACCATATACCCGAGGAACCCTGCCATGTGTAGTGAAGAAGCCAGATTGAAGTCATTTCAGAACTGGCCGGACTATGCTCATTTAA

CCCCCAGAGAGTTAGCTAGTGCTGGCCTCTACTACACAGGGGCTGATGATCAAGTGCAATGCTTTTGTTGTGGGGGAAAACTGAAAAATTGGGAACCCTG

TGATCGTGCCTGGTCAGAACACAGGAGACACTTTCCCAATTGCTTTTTTGTTTTGGGCCGGAACGTTAATGTTCGAAGTGAATCTGGTGTGAGTTCTGAT

AGGAATTTCCCAAATTCAACAAACTCTCCAAGAAATCCAGCCATGGCAGAATATGAAGCACGGATCGTTACTTTTGGAACATGGACATCCTCAGTTAACA

AGGAGCAGCTTGCAAGAGCTGGATTTTATGCTTTAGGTGAAGGCGATAAAGTGAAGTGCTTTCACTGTGGAGGAGGGCTCACGGATTGGAAGCCAAGTGA

AGACCCTTGGGAACAGCATGCGAAGTGGTACCCAGGGTGCAAATACCTATTGGATGAGAAGGGGCAAGAATATATAAATAATATTCATTTAACCCATTCA

CTTGAGGAATCTTTGGGAAGAACTGCTGAAAAAACACCATCGCTAACTAAAAAAATCGATGATACCATCTTCCAGAATCCTATGGTGCAAGAAGCTATAC

GAATGGGATTTAGCTTCAAGGACATTAAGAAAACAATGGAAGAAAAAATCCAAACATCCGGGAGCAGCTATCTATCACTTGAGGTCCTGATTGCAGATCT

TGTGAGTGCTCAGAAAGATAATACGGAGGATGAGTCAAGTCAAACTTCATTGCAGAAAGACATTAGTACTGAAGAGCAGCTAAGGCGCCTACAAGAGGAG

AAGCTTTGCAAAATCTGTATGGATAGAAATATTGCTATCGTTTTTGTTCCTTGTGGACATCTGGTCACTTGTAAACAGTGTGCAGAAGCAGTTGACAAAT

GTCCCATGTGCTACACCGTCATTACGTTCAAGCAAAAAATTTTTATGTCTTAGTGGGGCACCAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGT

TTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACA

AGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAA

TTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGC

CAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTT

TAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAAT

CCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTT

 M  T   F   N  S   F   E   G  T   R   T   F   V

  L   A   D  T   N  K  D  E   E   F   V  E   E   F   N  R   L   K  T   F   A   N  F   P   S   S   S   P   V  S   A   S   T  

 L   A   R   A   G  F   L   Y   T   G  E   G  D  T   V  Q  C  F   S   C   H  A   A   I   D  R   W  Q  Y   G  D  S   A   

V  G  R   H  R   R   I   S   P   N  C  R   F   I   N  G  F   Y   F   E   N  G  A   A   Q  S   T   N  P   G  I   Q  N  G

  Q  Y   K  S   E   N  C  V  G  N  R   N  P   F   A   P   D  R   P   P   E   T   H  A   D  Y   L   L   R   T   G  Q  V 

 V  D  I   S   D  T   I   Y   P   R   N  P   A   M  C  S   E   E   A   R   L   K  S   F   Q  N  W  P   D  Y   A   H  L   

T   P   R   E   L   A   S   A   G  L   Y   Y   T   G  A   D  D  Q  V  Q  C  F   C   C  G  G  K  L   K  N  W  E   P   C

  D  R   A   W  S   E   H  R   R   H  F   P   N  C  F   F   V  L   G  R   N  V  N  V  R   S   E   S   G  V  S   S   D 

 R   N  F   P   N  S   T   N  S   P   R   N  P   A   M  A   E   Y   E   A   R   I   V  T   F   G  T   W  T   S   S   V  N  

K  E   Q  L   A   R   A   G  F   Y   A   L   G  E   G  D  K  V  K  C  F   H  C  G  G  G  L   T   D  W  K  P   S   E

  D  P   W  E   Q  H  A   K  W  Y   P   G  C  K  Y   L   L   D  E   K  G  Q  E   Y   I   N  N  I   H  L   T   H  S  

 L   E   E   S   L   G  R   T   A   E   K  T   P   S   L   T   K  K  I   D  D  T   I   F   Q  N  P   M  V  Q  E   A   I   

R   M  G  F   S   F   K  D  I   K  K  T   M  E   E   K  I   Q  T   S   G  S   S   Y   L   S  L   E   V  L   I   A   D  L

  V  S   A   Q  K  D  N  T   E   D  E   S   S   Q  T   S   L   Q  K  D  I   S   T   E   E   Q  L   R   R   L   Q  E   E  

 K  L   C   K  I   C   M  D  R   N  I   A   I   V  F   V  P   C   G  H  L   V  T   C  K  Q  C  A   E   A   V  D  K  

C  P   M  C  Y   T   V  I   T   F   K  Q  K  I   F   M  S   • 

SgfI (6)
PvuI (7)

Psp1406I (203) PvuII (239)
HindIII (245)

Bsu36I (291)

NgoMIV (441)

KasI (535) BspHI (560)

AgeI (724) PvuII (794)

MscI (897)

Psp1406I (1261)
BstBI (1271)

NcoI (1340) HpaI (1393)

SphI (1515) Acc65I (1526)

ClaI (1654)

EcoO109I (1781) BglII (1794)

ScaI (1864) KasI (1883)

HindIII (1900) PshAI (1993)

BstXI (2060)
NheI (2063)

MscI (2069)

HpaI (2201) EcoRI (2297)

SwaI (2550)

EcoO109I (2611)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

2501

2601

1

13

47

80

113

147

180

213

247

280

313

347

380

413

447

480



CTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCA

TAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGT

CAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGAT

GATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGA

TCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAG

CGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGG

GCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA C T A G TCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAG

TCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCC

ATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAA

GTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGG

GGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCC T G C AG G TT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCC

AGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACC

CGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCT

CCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCC

GTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGA

TTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCT

GAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACG

CGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTA

GTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTC

CATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

 •  N  R   T   Y   K  L   P   I   L   E   E   I   T   T   K  V  L   K  G  N  M  E   I   L   V  F   C   D  P   A   

Y   D  S   I   L   E   R   C   M  G  C  P   S   V  V  R   I   S   R   D  V  E   D  S   Y   P   H  R   V  A   V  I   T   D

  F   D  K  Q  G  N  S   V  A   S   G  I   A   I   A   E   A   C  V  T   V  R   G  I   Y   A   E   I   H  V  A   S   I  

 I   E   G  T   K  T   R   I   A   A   G  V  H  H  K  N  D  E   Y   L   M  T   I   K  E   T   A   V  E   V  L   E   L   

D  Q  Q  S   I   N  F   T   K  M 

SacI (2811) BstXI (2840)

StuI (2975)

XmnI (3117)
BspHI (3125)

AseI (3183)

SacI (3240)

SpeI (3338)

SnaBI (3466)

NdeI (3571)

SdaI (3749)
PstI (3750)

PacI (3757) BspLU11I (3767)

ApaLI (4081)

PacI (4497) SwaI (4506) NotI (4516)
EagI (4517)

2701

2801

2901

3001

3101

3201

3300

3399

3499

3599

3699

3797

3897

3997

4097

4197

4297

4397

4497

4597

141

109

76

43
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