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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36I (291)

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301

NgoMIV (441)
401

BstEII (555)
Agel (552) Ncol (560)

501 CTGAGATCACCGGTCACCATGGAAGGTGCCGATGCCTGCAGGAGCAATGGGGCCAG

- 1M E G ADACRSNGA S

Sandl (630)
601 CCCGGAAGCCAGGGACACCCGCAGCCCACCGGGTCCCAGCGGCAGCCTAGAGAATGGCACTAAAGCAGACAGTAAGGACACCAAGACAACCAACGGGCAC
13 P EARDT RSPUPG®PSGSLENSGTI KA ADSKDTIKTTNGH
Stul (790)
701 AGTGGGGAGGTGACAGAGGGCAAGACCCTGGGCAGTGCCCTGAAGTCAGGGGAGGGGAAGAGTGGCCTATTTTCCAGCAATGAGTGGCGCAGGCCTATCA
47 S G EV T E G K T L G S A LK SGEGIK SGLF S SNTEWRRP I
Sall (817)

801 TCCAGTTTGTGGAGTCTGTCGACGACAAAGGCTCCAGTTACTTCAGTATGGACTCTGCGGAAGGCAGGAGGTCCCCTTATGCGGGGCTCCAGTTGGGGGC

8*1 Q FV ESVDDJ KSGS S SYTFSMDSATEGRIRSPYAGTLA QLG GA
BstEII (978) Xmal (994)

901 TTCCAAGAAACCTCCTGTGACCTTTGCTGAGAAGGGGGAGCTGCGAAAGTCCATTTTCTCCGAGCCCCGCAAACCCACGGTGACCATCGTGGAGCCCGGG

113 S K K P P V T FA EK G E LU RIK S I FSEWPIR RIK®PTVT I V E PG

BstXI (1034)

1001 GAAGTCCGCAGGAATAGCTACCCCAGGGCTGACTCCAGCCTCCTGGCGCGGGCAAAGTCGGGCTCCGAGGAGGTGCTGTGCGACTCCTGCATCGGCAACA

147 EV R R N S Y P RAD S S LLARAKSGSETEV LT CDSC I GN

1101 AGCAGAAGGCCGTCAAGTCCTGCCTGGTGTGCCAGGCTTCCTTCTGTGAGCTGCATCTGAAGCCCCACCTGGAGGGCGCTGCCTTCCGGGACCACCAGCT

180K Q K AV K S C LV CQASFCETLHILIKPHTULESGAATFRDUHA QL

Xhol (1201) Sapl (1260)
1201 GCTCGAGCCCATCCGAGACTTCGAGGCCCGAAAATGTCCCTTGCACGGCAAGACTATGGAGCTCTTCTGTCAGACCGACCAGACCTGCATCTGTTATCTC
213 L E P | RD F EA RKTCUPLHGIKTMETLTFCQTDO QTTC I C Y L

1301 TGCATGTTCCAGGAGCACAAGAACCACAGCACCGTGACGGTGGAGGAGGCCAAGGCAGAGAAGGAGACCGAGCTGTCACTGCAAAAGGAACAGCTGCAAC
247 C M F Q EHKNMH STV TV EEAIKATEIKETETLSLAQK EQLAQ
1401 TGAAGATCATTGAGATTGAAGATGATGTTGAGAAGTGGCAAAAGGAGAAAGACCGGATCAAGAGCTTTACCACCAACGAGAAGGCGATCCTGGAGCAGAA
280L K I I E | ED DV EKWQK EKD R I K SFTTNTEZ KA I L EQN
1501 CTTCAGGGACCTGGTGAGGGAGCTGGAGAAGCAGAAGGAGGAAGTACGGGCTGCACTGGAGCAGCGGGAGCAGGATGCTGTGGACCAAGTGAAGGTGATC
313 F R D LV R E L EK QK EEV RAALEQREQDA AV DAQV KV I

Xbal (1608)
1601 GTGGATGCTCTAGATGAGAGGGCCAAGGTGCTGCATIGAGGACAAGCAGACCCGAGAGCAGCTGCACAACATCAGTGACTCGGTGCTGTTCCTGCAGGAAT
347 V D A L D ERAKV LHEDJ KA QT REQLHN I SD SV L F L QE

1701 TTGGTGCATTGATGAGCAATTACTCTCTCCCTCCACCTCTGCCCACCTACCATGTCCTGCTGGAGGGAGAGGGGCTGGGACAGTCTCTTGGCAACTGCAA
330F G AL M S NY S LPPPLUPTYHV LLEGES GTLG GO QS STULGNTCHK

Ndel (1882)

Sphl (1820) Xcml (1881)
1801 GGATGACCTGCTCAATGTGTGCATGCGTCATGTTGAGAAGATGTGCAAGGCCGATTTGAGCCGCAACTTCATTGAGAGGAACCATATGGAAAATGGTGGG
413 D D L L NV CMRHV EKMZC CIKADT LS RNT F I ERNUHMENSGSG

1901 GACCATCGCTACATGAACAGCTACACCAGCAGCTATGGGAACGAGTGGAGCACGCCTGACACCATGAAAAGATACTCCATGTACCTCACGCCCAAGGGTG
447 D H R YM N S YT S SYGNEWSTUPDTMI KR RY SMY LTPIKG
2001 GGGGCCGGACATCCTACCAGCCATCCTCGCCTAGCCGCCTCTCCAAGGAGACCAACCAGAAGAATTTTAACAATCTGTATGGCACAAAAGGCAACTATAC
480G G R T S Y Q P S S P S R L SKETNA QKNTFNNILYGTIKGNYT
2101 CTCCAGGGTCTGGGAGTACACATCCACGGTTCAGAACTCTGAGGACATGCCCACGGTGCAAGGCAACTCCTCCTTCTCCCTGAAAGGCTTTCCCTCCCTC
53 S RV W E YT STVAQNSEDMUZPTVQGNSSFSLIKTGTF P S L
BspEI (2201) BstAPI (2250)
2201 CTCCGGAGCCAAGTTCCCAAGGCCCAGCCTCAGACTTGGAAATCTGGCAAGCAGACTCTGCTGTCTCACTACCGGCCATTCTACGTCAACAAGGGCAGCG
547 L R S Q V P K A Q PQ TWK SGKQTTULULSHYRPFYVNZKG S
Mscl (2356)
BamHI (2305) Nhel (2350)
2301 GCATCGGATCCAACGAGGCGCCCTGAGTTCAGGATGGAGGAAGCTGCACTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCAC
580G | G S N E A P e

Hpal (2488)  Mfel (2499)
2401 AACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAAC




EcoRI (2584)
2501 AATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAG
> -

2601 CATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAG

Sapl (2766)
2701 CTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGAC

Sspl (2823) Swal (2837)
2801 CTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAG

2901 GCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTC
1494 o N
3001 CTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGA
1334R T Y K L P I L EE I'TTKV LKGNME I LV FCDTZPATYTDS I L
BstXI (3127)
3101 GCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTG
054 E R C M G C P SV V R I S RDV EDSYPHT RVYA AV I TDTFDKQ
Stul (3262)

3201 CCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTC
724 G N SV A SG I A I AEACVTVURG I YATETILIHVAS I I EGT
3301 TTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGA

384K T R | AA GV HHIKNDTETYTLMT I KETAVEV LETLTDTG QA QS I
Bbsl (3408)
Xmnl (3404) Asel (3470)
3401 TGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTC
54 N F T K M= -
3501 TCCAGCITATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACG

Spel (3625)
3601 ACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCA
-

SnaBI (3753)
3701 CGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACT

Ndel (3858)
3801 GGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCG

3901 TAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGT

Pacl (4044)  BspLU11I (4054)
4001 CAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGC
-

4101 CGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGA

4201 TACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGG

ApalLI (4368)
4301 CGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTG

4401 CGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTAT

4501 GTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCG

4601 GAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATC

Pacl (4784) Swal (4793)
4701 TCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAA

Eagl (4804)
NotI (4803)
4801 TCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAA

4901 ACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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