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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGCCTCCGGGAGCGTGGCCGAGTGCCTGCAGCAGGA

GACCACCTGCCCCGTGTGCCTTCAGTACTTCGTGGAGCCTATGATGCTCGACTGCGGCCACAACATCTGTTGCGCGTGCCTGGCCCGCTGCTGGGGTGCC

GCGGAGACTAACGTGTCGTGTCCGCAGTGCCGGGAGACCTTCCCGCAGCGCCACATGCGACCCAACCGGCACCTGGCCAACGTGACCCAGCTGGTGAAGC

AGCTGCGCACCGAGCGGCCGTCGGGGCCCGGCGGCGAGATGGGCGTGTGCGAGAAGCACCGGGAGCCTCTGAAGCTGTACTGCGAGCAGGACCAGATGCC

CATCTGCGTGGTGTGCGACCGCTCGCGCGAGCACCGCGGCCACAGCGTGCTGCCCCTGGAGGAGGCGGTGGAGGGCTTCAAGGAGCAAATCCAGAACCGA

CTGGACCACCTAAGAAGAGTGAAAGACTTGAAGAAGAGACGGCGGGCACAGGGGGAGCAGGCCCGAGCTGAGCTTTTGAGCCTGACTCAGATGGAGAGGG

AAAAAATTGTCTGGGAGTTTGAGCAGCTCTATCACTCGTTGAAGGAGCATGAGTACCGCCTGTTGGCTCGCCTTGAGGAGCTCGACTTGGCCATCTATAA

CAGCATCAACGGGGCCATCACTCAGTTCTCCTGCAACATCTCCCACCTCAGTGGCCTGATTGCCCAACTGGAAGAGAAGCAGCAGCAGCCCACGCGGGAG

CTCTTACAGGACATTGGAGACACACTGAGCAGGGCTGAAAGAATCAGGATCCCTGAGCCCTGGATCACACCCCCAGATCTACAAGAGAAAATCCATATTT

TTGCCCAAAAATGTCTGTTTTTGACAGAAAGTCTAAAACAGTTCACAGAAAAGATGCAGTCAGATATGGAGAAGATCCAAGAGTTGAGAGAGGCTCAGTT

ATACTCAGTTGATGTAACCCTGGACCCAGACACAGCCTATCCCAGTCTGATTCTTTCTGATAATCTTCGGCAAGTACGGTACAGTTACCTCCAGCAGGAT

CTTCCAGACAACCCTGAGCGATTCAATCTGTTTCCCTGTGTCTTGGGCTCTCCATGTTTCATGGCTGGGAGACATTACTGGGAGGTAGAGGTGGGAGATA

AAGCCAAGTGGACCATAGGTGTCTGTGAAGACTCGGTGTGCAGAAAAGGTGGGGTGACCTCAGCCCCCCAGAATGGATTCTGGGCAGTGTCATTGTGGTA

TGGGAAAGAATATTGGGCTCTTACATCCCCAATGACTGCACTACCCCTGCGGACCCCTCTCCAGAGAGTAGGGATTTTCTTGGACTATGATGCTGGTGAG

GTTTCCTTCTACAATGTGACAGAGAGATGCCATACCTTTACTTTCTCTCACGCTACCTTCTGTGGGCCAGTCCGGCCCTACTTCAGCCTAAGCTACTCGG

GAGGGAAGAGCGCAGCTCCTTTGATCATCTGCCCTATGAGTGGGATTGATGGGTTTTCTGGCCATGTTGGGAATCATGGTCATTCCATGGAGACCTCTCC

ATGAGGAAGTGAACGTAGACCACAAGTGCTGTTGCCTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAG

TGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATT

TTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTT

TAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCT

CACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCC

TTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATA

TCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGA

GGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACAT

GCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACA

GCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGG

CCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTT
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CATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTG

ACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAG

TCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGT

ACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCA

GGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACC

CATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGC

CATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCG

TTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTC

CCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAG

CTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGT

AACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTA

CAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGG

TAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCT

TTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAA

TAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTA
GCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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