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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp14061 (203) HindIII (245) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
Ncol (560)
BstEII (555)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCACCATGGAGGGTGTGGGTGCCGTGCGCTTCTGGCTCGTGGT
- 1M E GV GA V R F WL V V

Sacll (622)
601 GTGCGGCTGCCTGGCGTTCCCGCCGCGGGCCGAGTCCGTGTGCCCGGAGCGCTGCGACTGCCAGCACCCCCAACATCTCCTATGCACCAACAGGGGACTT
13 ¢ G C L AFPPRAESVCPEI RT CDT COQHZ®P QHILLT CTNRGHL
Avrll (756)
701 CGCGCTGTACCCAAGACCAGCTCGCTGCCTAGTCCCCAGGACGTGCTCACCTACAGCCTAGGCGGCAACTTCATCACCAACATCACCGCCTTCGACTTCC
47m R AV P K T S S L P SPQDVLTYSLGGNTFI TNI TATFDTF
801 ACCGTCTGGGGCAGCTCAGACGGCTGGATCTGCAGTACAACCAGATCCGTTCTCTCCACCCCAAGACCTTCGAGAAGCTCTCACGACTAGAGGAGCTGTA
80H R L G Q L R R L DL QYN QI R SLHPIKTT FTEI KTILSR RTULTETETLY
901 CCTGGGGAACAACCTCTTGCAGGCGCTCGTTCCTGGCACGTTGGCTCCGCTGCGCAAGTTGCGCATCCTTTACGCCAACGGCAACGAGATTGGACGCCTG
113* L G N N L L Q AL VP GTLAPTILI RIKTLT RI LYANGNTETIGTR RL
Tth111I (1075)
1001 AGTCGCGGGTCCTTCGAGGGCCTGGAGAGTTTGGTCAAGCTACGGCTGGACGGGAACGTGCTGGGAGCGCTGCCGGACGCGGTCTTCGCTCCCCTGGGCA
147 S R G S F E G L E S L VKL RLWDGNVLGALUPIDAVTFAPTLG
BamHI (1130) Xmnl (1149) HindIII (1171)
1101 ACCTGCTCTACCTACACCTGGAATCTAACCGGATCCGTTTTTTGGGCAAGAACGCCTTCAGCCAGCTGGGTAAGCTTCGATTCCTCAATCTCTCGGCCAA
180N L L Y L HL E S NR I R F L GKNATFSQL G KLU RTFULNLSA AN
1201 CGAGCTGCAACCCTCTCTGCGCCACGCGGCCACCTTTGTCCCTCTGCGCTCCCTCTCTACTCTCATCCTCTCAGCCAACAGCCTACAGCACCTCGGCCCC
213 E L Q P S L R HAATU FVZPLI RSTULSTTUL I L SANJSILI QHTLGSF®P
Avrll (1323)
1301 CGCGTCTTCCAGCACCTGCCACGCCTAGGCCTGCTCTCCCTCAGTGGAAACCAGCTCACGCACCTCGCCCCAGAGGCCTTTTGGGGACTGGAGGCCCTGC
247 R V. F Q H L P R L GL L SL SGNA QLTHLAPEATFWSGTLTEATWL
BstEII (1417)
1401 GTGAGCTGCGCCTGGAAGGTAACCGGCTGAACCAGCTCCCCCTGACACTGCTGGAGCCTCTGCACAGCTTGGAGGCACTAGACCTGAGTGGCAATGAGCT
280FR E L R L E G NR L NQL P L TLULEU®PULHSILEALUDILSS GNTEL
Sfil  (1525)
1501 TTCTGCTCTGCACCCTGCCACCTTTGGCCACCAGGGCCGGCTCCGTGAGCTCAGCCTGCGCGACAACGCGCTCAGCGCCCTTTCTGGGGACATCTTTGCC
313 S A L HPATFGHOAQGR RIUL RETLSTLI RIDNALSALSGTUD I F A
Xbal (1626)
1601 GCCAGTCCGGCTCTCTACCGGCTGGATCTAGACGGCAATGGTTGGACCTGCGACTGCCGGTTGCGGGGTCTGAAACGCTGGATGGGCAACTGGCATTCTC
347 A S P AL Y RLDULUDGNGWTTZ CDT GCRILI RO GLI KU RWMGNWH S
1701 AGGGTCGCCTCCTTACGGTCTTCGTGCAGTGTCGCCACCCCCCGGCCCTGCGGGGCAAGTACCTGGATTACCTGGATGACCAACTGCTGCAGAATGGGTC
380PQ G R L L T VF VQCRHPUPALI RSGI KYLODYLDU DU QLTULIGQNGS
BamHI (1806) Sdal (1882)
1801 TTGCGTGGATCCCTCACCTTCCCCTACAGCAGGCAGTAGGCAGTGGCCGCTACCCACATCGTCAGAAGAGGGGATGACGCCCCCTGCAGGCCTCTCGCAG
413 ¢ vbDPSPSPTAGS S RQW®PULU®PTSSETEGMTU®PZPAGTL S AQ
BstXI (1976)
1901 GAGCTACCACTGCAGCCGCAGCCGCAGCCCCAGCAGCGGGGAAGACTTCTACCAGGAGTGGCCTGGGGTGGGGCTGCCAAGGAACTGGTGGGCAACCGCA
447 E L P L Q P Q P QP Q QR GRLLUPGVAWG GG GAAIKTETLV G NHR R
Tth1111 (2024) Bsp120I (2040)
2001 GCGCATTAAGGTTGAGCCGGCGGGGACCAGGTCCCCATCAGGGCCCCTCTGCTGCGGCTCCGGGCTCTGCCCCACAGTCCTTGGACCTGCACGAGAAGCC
480*S A L R L S R R G P GP HQGZPSAAAPGS SA AP QSTULUDTLUHTEKFF®P
BssHII (2199)
2101 GGGGAGAGGACGTCACACCCGAGCCAATCTCTCCCAGACGGAGCCCACCCCGACGTCTGAGCCCGCCTCTGGGACACCATCTGCCAGAGACAGCTGGCAG
513# G R G R HTRANLSAQTEW®PT®PTSEUPASGTUPSARUDSWNAQ
2201 CGCGCAGCAAAGCAGCGCCTAGCGTCCGAGCAGCAAGAGAGCGCAGTCCAGTCCGTTAGTGGGGTTGGTTTGCCACCTCTGGTGTCTGACCCCTGTGACT
547 R AN A K Q R L ASEQQESAVQSVSGVGLUPU®PLVSDZPTCTD

Nrul (2373) Eagl (2392)
2301 TCAACAAATTCATTCTGTGCAACCTGACAGTAGAGGCGGTGAGCGCCAACAGCGCCTCGGTGCGCTGGGCGGTTCGCGAACACCGCAGTCCCCGGCCGCA
580FF N K F I L C NL T VEAVSANSASVRMWAVR RTETHTR RST PR RTPAQ

2401 GGGCGGCGCACGCTTCCGCCTGCTTTTCGACCGCTTTGGCCAGCAGCCCAAGTTCCAGCGCTTCGTCTACCTGCCGGAGCGCAGCGACTCGGCCACGCTG
613 G G A R F R L L F DRTF GQQPKFQRTFVYLUPERSUDSATI!'L
2501 CACGAGCTGCGCGGAGACACCCCCTACCTAGTATGCGTGGAGGGTGTGCTCGGGGGTCGCGTTTGCCCCGTGGCCCCCCGAGACCACTGCGCAGGGTTAG
647 H E L R G D T P YLV CVEGVLSGGRVCPVAPRIUDUHTECECATGIL

Sall (2632) PshAI (2649)
2601 TAACCCTGCCAGAGGCAGGAGGTCGAGGTGGCGTCGACTACCAGCTCCTGACCTTGGTCTTGCTGGCTGTCAACGCGCTTCTGGTGCTCCTGGCACTGGC
680V T L P EA GGR GGV DY QLULTLVLLAVNATLTLUVLTLATLA



Nrul (2710) Bsp1201 (2753) BspLUI1I (2774)
2701 AGCCTGGGGATCGCGATGGCTGCGGAGGAAGCTGCGTGCCAGGCGGAAGGGAGGGGCCCCGGTCCACGTTCGCCACATGTACTCCACCCGACGGCCACTG
713 AW G S R WULURU RIKTILU RARZ RIKT GG GAPVHVRHMYSTRTI RTFPL
BssHII (2870)

Neol (2804) Sacll (2822) Dralll (2862)
2801 CGCTCCATGGGCACTGGTGTGTCCGCGGACTTCTCAGGCTTCCAGTCGCACCGTCCCCGCACCACCGTGTGCGCGCTCAGCGAGGCCGACCTCATTGAGT
747" R S M G T GV S A DTF S GF QSHRPRTTVCALSTESATDTL E

Asp7181  (2935)
Acc651  (2935)
SgrAl (2925)
2901 TCCCCTGCGACCGCTTCATGGACAGCACCGGCGGTGGTACCAGTGGCAGCTTGAGGCGGGAGGATCACCTCTTGCAAAGATTCGCTGACTAGGCAATGCC
780kF P C D R FMDSTGGG GTSGS LRI RETDTU HTLTLTG QR RTFATD e
Nhel (3031)
3001 TTGGGATCTCACAGGCCTTAAGGAGCCACTCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAA

Hpal (3169) Mfel (3180)
3101 AAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGT

EcoRI (3265)
3201 TTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCT
> -

3301 CCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTT

3401 CTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTA

Sspl  (3504) Swal (3518)
3501 GTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCC

3601 AGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGA
414 ¢ N R T Y K L P
3701 TGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACA
1324 L E E I T T K VL K GNWME Il L VFCDZ®PAYDS S 11 L ERI CMGTC
BstXI (3808)

3801 GGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGAC
99¢ P S V V R I S R DV E D S Y P HR VAV I TDFDIKIQGNSVA'S
3901 CCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCC
6546 I A I A E A CV T VU R GI YAETI HVASII1T I EGTI KT R I A AG

BspHI (4093)
Xmnl (4085)
4001 CGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGAT
34 V H H K NDE YL MT I KETAVEVLTELUDA QQS I NTFTK M-
Asel (4151)
4101 GGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGT
-
4200 TCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCG

Spel  (4306)
4300 TTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTG
S -

SnaBI (4434)
4399 CCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCG

NdeI (4539)
4499 GGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATT

4599 GACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATT

Sdal (4717)  Pacl (4725) BspLULII (4735)
4699 TACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTT
-

4797 TTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCC

4897 CCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCT

ApaLI (5049)
4997 CACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAA

5097 CTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACA

5197 GAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTA

5297 GCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTT

Eagl (5485)
Pacl (5465) Swal (5474) Notl (5484)
5397 GATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATA

5497 AAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGC
5597 AAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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