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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36l (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

Pvull (559)
Kasl (535) Agel (552) BspLUI11I (575)

501 CTGAGATCACCGGTTCAGCTGAGGAGGCACAACATGTCACCGCTGCTGCTATGGCT

»- 1M S P L L L W L

601 GGGGCTGATGCTCTGTGTCTCGGGACTCCAAGCTGGAGATGAGGAAGAACACAAGTGTTTTCTGGAGGGCGAGAACCTGACCCTGACTTGTCCTTACAAC
8 G L M L C VS GLQAGDTETETEUHZIKTCTFTULTETGENLTTLTTCU®PYN
Stul (725)
701 ATCATGCTATACTCACTGAGCCTGAAGGCCTGGCAGCGGGTCAGAAGCCACGGTTCTCCAGAGACTCTGGTGCTCACAAACACCAGAAAGGCAGACTTCA
42k 1| M L Y S L S L KA WA QURVRSHGSU®PETTLVLTNTRIKATDF
Mscl (803) Scal (818) Pstl (874)
801 ACGTGGCCAGGGCTGGGAAGTACTTGCTGGAGGATTATCCCACCGAATCTGTCGTCAAGGTCACGGTGACTGGGCTGCAGAGGCAAGATGTGGGGCTGTA
75* N VA R A G K Y L L EDYPTESVV KV TVTSGLIQRIAQDVG LY
BsaBI (984)
901 CCAGTGTGTGGTCTACCTCTCTCCTGACAATGTTATCATTCTGCGTCAACGGATACGGCTGGCATGGTGTCAAGGGAAGCCAGTGATGGTGATCGTTCTG
18 Q C v VY L S P DNV I I L RQRI RLAWZCQGIKU®PVMV I VL
EcoO1091 (1022) Bsu36I (1069)
1001 ACGTGTGGCTTCATACTAAACAAGGGCCTGGTCTTCTCAGTCCTGTTTGTCTTTCTCTGCAAAGCTGGGCCTAAGGTGTTACAGCCTTCCAAGACATCCA
142 T C G F I L N K G L VF SV LFVFLZ CKAGPI KUVLQPS K TS
Mscl (1159)
Nhel (1153)
1101 AAGTACAGGGAGTCTCTGAGAAACAGTAGCCTTCCTGCTACAAGCTGTGAGCAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAAC
175K V. Q G V S E K Q e

Hpal (1291)
1201 CACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAAC

Mfel (1302) EcoRI (1387)
1301 AACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATA
- -

1401 CAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCAT

1501 TAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACT

SspI  (1626) Swal (1640)
1601 GACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTC

EcoO1091 (1701)

1701 AAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAG
+4-14 o

1801 TTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGA
1394N R T Y K L P I L E E I T T K VL KGNWME Il L VF CDUPAY DS I

Sacl (1901) BstXI (1930)
1901 TGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTT
1964 L E R C M G C P S V VR 1 S R DV EDSYPHURVAUV I TDTF DK

Stul (2065)
2001 CTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCA
73 Q G NS VASGI A1l A EACVTVZRGI YATEI HVAS 1 I EG
2101 GTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAG
3904T K T R I A A GV HHIKNDTEYLMT Il KETAVEUVLTETLTDTGQAQS
BspHI (2215)
Xmnl (2207) Asel (2273)
2201 AGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGC
64 I N F T K M - o
Sacl (2330)

2301 GTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTT

Spel (2428)
2401 ACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTA
-




SnaBI (2556)
2500 TCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATG

Ndel (2661)
2600 TACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTT

2700 ACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGG

Pstl (2840)

Sdal (2839)Pacl (2847)  BspLUI1I (2857)
2800 CGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAA
-

2898 AAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTA

2998 TAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAA

ApaLI (3171)
3098 GCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGA

3198 CCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCG

3298 AGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTA

3398 CCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAA

Pacl (3587) Swal (3596)
3498 AGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACA

Eagl (3607)

NotI (3606)
3598 TTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAA
3698 AACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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