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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindlIII (245)
Psp14061 (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
BstEII (555)
Agel (552) Ncol (560) Sspl (587)
501 CTGAGATCACCGGTCACCATGGCGCAACAGTGTTTCCACAGTGAATATTTTGACAG
- 1M AQ Q C FH S EY FD S

SphI (606)
601 TCTGCTGCATGCTTGCAAACCGTGTCACTTGCGATGTTCCAACCCTCCTGCAACCTGTCAGCCTTACTGTGATCCAAGCGTGACCAGTTCAGTGAAAGGG
13 L L HACKUPCHILIRCSNZPPATT CQ®PYTCDUPSV T S SV KSG
PshAI (732) Eco0O1091 (794)
701 ACGTACACGGTGCTCTGGATCTTCTTGGGGCTGACCTTGGTCCTCTCTTTGGCACTTTTCACAATCTCATTCTTGCTGAGGAAGATGAACCCCGAGGCCC
47 T Y T V LW | F LG LTULVLSLALTFT 1 S FLULIZ RIKMNUPTEA
Pvull (844)
801 TGAAGGACGAGCCTCAAAGCCCAGGTCAGCTTGACGGATCGGCTCAGCTGGACAAGGCCGACACCGAGCTGACTAGGATCAGGGCTGGTGACGACAGGAT
8L K D E PQ S PGQLDG G SAQLDI KA ADTETLTH R I RAGTDTD R I
Bst11071 (918) ApalLl (933) Tth111I (946)
901 CTTTCCCCGAAGCCTGGAGTATACAGTGGAAGAGTGCACCTGTGAGGACTGTGTCAAGAGCAAACCCAAGGGGGATTCTGACCATTTCTTCCCGCTTCCA
113 F P R S L E Y TV E ECTC EDTCV K SKPKGD SDWUHTFF P L P

Ncol (1001)
1001 GCCATGGAGGAGGGGGCAACCATTCTTGTCACCACAAAAACGGGTGACTACGGCAAGTCAAGTGTGCCAACTGCTTTGCAAAGTGTCATGGGGATGGAGA
147 AM E EGA T I LV TTIKTS GDYGIK S SV PTALGQSVMGME
Mscl (1163)
Nhel (1157)

1101 AGCCAACTCACACTAGATAATGAGCTTCCTAACTGGTGTGAAGCTGCTTTGAGAAACGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGAC
180K P T H T R e

Hpal (1295)
1201 AAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAA

Mfel (1306) EcoRI (1391)
1301 CAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAA
- -

1401 AATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGT

Sapl (1573)
1501 GCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATG

Sspl (1630) Swal (1644)
1601 CACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGAT

EcoO109I (1705)
1701 GCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCT

1801 TTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCA
1414 ¢« N R T YK L P | L EE I TTKV LKGNMETILVFCDTPATYD
Sacl (1905) BstXI (1934)
1901 GAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGT
1074 | L ERCMGCP SV VR I SRDVYVEDTSYTPHTRVYAV I TDFTD
Stul (2069)
2001 CCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTC
744 K Q GN SV ASG I A I1TAEACVYTVRG I YAETIHVAS I IE
2101 CCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGC
444 G T K T R I AA GV HHKNDTETYTLMT I KETAVEVLTETLTDRQ
Bbsl (2215)
Xmnl (2211) Asel (2277)
2201 TGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGA
740 S I N F T K M- -
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Sacl (2334)
TGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGT

Spel (2432)
TGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCG
-

SnaBI (2560)
CTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTC

Ndel (2665)
ATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAG

TTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTT

Pacl (2851)
Pstl (2844)
Sdal (2843) BspLU11I (2861)
GGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTA
-

AAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACT

ATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGA

ApaLlI (3175)
AGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCG

ACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGC

GAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTT

ACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAA

Pacl (3591)
AAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAAC

Eagl (3611)
Swal (3600) NotI (3610)
ATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACA
AAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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