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1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
Agel (552) BspHI (568)
501 CTGAGATCACCGGTAGGAGGGCCATCATGAACAAGTGGCTGTGCTGCGCACTCCTG
L 1I* M N KW L C C A L L
601 GTGCTCCTGGACATCATTGAATGGACAACCCAGGAAACCCTTCCTCCAAAGTACTTGCATTATGACCCAGAAACTGGTCATCAGCTCCTGTGTGACAAAT
11 V. L L D I I EW T T Q E T L P P K Y LHYDUPETSGHA QTULTLTCTDK

701 GTGCTCCTGGCACCTACCTAAAACAGCACTGCACAGTGAGGAGGAAGACATTGTGTGTCCCTTGCCCTGACCACTCTTATACGGACAGCTGGCACACCAG
4¥C A P G T Y LK QHTCTVRRKTULCVPCUPDHSYTHDSWHT S
801 TGATGAGTGTGTGTATTGCAGCCCAGTGTGCAAGGAACTGCAGTCCGTGAAGCAGGAGTGCAACCGCACCCACAACCGAGTGTGTGAGTGTGAGGAAGGG
77¢. D ECV YC S PV CKELAOQSVKQECNI RTHNIR RVYVTCTETCTETESG
901 CGTTACCTGGAGATCGAATTCTGCTTGAAGCACCGGAGCTGTCCCCCGGGCTCCGGCGTGGTGCAAGCTGGAACCCCAGAGCAAAACACAGTTTGCAAAA
111 R Y L E | E F C L K HR SC®PPGSGVVQAGTU®PEQNTWVCK

1001 AATGTCCAGATGGGTTCTTCTCAGGTGAGACTTCATCGAAAGCACCCTGTAGAAAACACACGAACTGCAGCACATTTGGCCTCCTGCTAATTCAGAAAGG
144¥ K C P D G F F S G ET S SKAPCRIKMHTNT CS ST FGTULTULTL I QKG
1101 AAATGCAACACATGACAACGTGTGTTCCGGAAACAGAGAAGCCACGCAAAAGTGTGGAATAGATGTCACCCTGTGTGAAGAGGCCTTCTTCAGGTTTGCT
177 N A T H DNV C SGNU REATOQKT CG I DV TLT CETEATFTFRTFA
1201 GTTCCTACCAAGATTATACCAAATTGGCTGAGTGTTTTGGTGGACAGTTTGCCTGGGACCAAAGTGAATGCCGAGAGTGTAGAGAGGATAAAACGGAGAC
2011 v. P T K I I P NW L SV LVDSLUPGTIKVNATES SV ET R Il KRR

1301 ACAGCTCACAAGAGCAAACCTTCCAGCTGCTGAAGCTGTGGAAACATCAAAACAGAGACCAGGAAATGGTGAAGAAGATCATCCAAGACATTGACCTCTG
244H S S Q EQ T FQ L LK LWJIKWHA QNI RDI QEMVYVYI KT K I 1 QD I DLC
1401 TGAAAGCAGCGTGCAGCGGCATCTCGGCCACGCGAACCTCACCACAGAGCAGCTTCGTGCCTTGATGGAGAGCCTGCCTGGGAAGAAGATCAGCCCAGAA
277¢. E S SV Q RH LGHANULTTEQL I RALMTESTLUZPGI KTI K I S P E
1501 GAAATTGAGAGAACGAGAAAGACCTGCAAATCGAGCGAGCAGCTCCTGAAGCTACTCAGTTTATGGAGGATCAAAAATGGTGACCAAGACACCTTGAAGG
311 E | E R T R K T C K S S EQ L L K L L SLW R I KNGDI QDT LK

1601 GCCTGATGTATGCCCTCAAGCACTTGAAAACATCCCACTTTCCCAAAACTGTCACCCACAGTCTGAGGAAGACCATGAGGTTCCTGCACAGCTTCACAAT
344G L M Y A L KHLKTSHT F®PKTVTHSLIRIKTMR RTFILHST FTM
1701 GTACAGACTGTATCAGAAGCTCTTTTTAGAAATGATAGGGAATCAGGTTCAATCIGTGAAAATAAGCTGCTTATAACTAGGAATGGTCACTGGGCTGTTT
377k Y R L Y Q K L F L EM I GNOQVQ SV K I SC L e

Nhel (1838)
1801 CTTCAGGACGGGCCAAAACTGACTGAGGAGAAGAAGACGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCA

1901 GTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCAT

2001 TTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACT
- -

2101 TTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCC

2201 TCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCC

2301 CTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAAT

2401 ATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTG
#4141 ¢ N R T Y K
2501 AGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACA
1344L P | L E E I T T KV L KGNMTE I LV FCDUZPAYHDS I L ERTE CM
2601 TGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCAC
214 G C P SV V R I S RDV EDSYPHR RV AV I TDFDJZKAI QGN SV
2701 AGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATG
684 A S G I A1l A EACV TV RG I YAZEIHVAS Il I EGTK KT R I
2801 GCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCT
344A A G V H H K ND E Y LMT I K ETAV EV L ELDAQQS I N FTK
2901 TCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCT
11 M - ]
3001 GACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAA

3101 GTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATG
S -




3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201

4301
4401

TACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCC

AGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCAC

CCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGG

CCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGC
e

GTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTT

CCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATA

GCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGG

TAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCT

ACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTG

GTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCC

TTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCA

ATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACT
AGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA



	Map
	Sequence

