
100

pUNO1-mTNFRSF11B
(4456 bp)

bsr

SV40 pAn
hßGlo pAn

pMB1 ori

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom

mTNFRSF11B (Osteoprotegerin)

AgeI (552)
BspHI (568)

NheI (1838)

20D02v45



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTAGGAGGGCCATCATGAACAAGTGGCTGTGCTGCGCACTCCTG

GTGCTCCTGGACATCATTGAATGGACAACCCAGGAAACCCTTCCTCCAAAGTACTTGCATTATGACCCAGAAACTGGTCATCAGCTCCTGTGTGACAAAT

GTGCTCCTGGCACCTACCTAAAACAGCACTGCACAGTGAGGAGGAAGACATTGTGTGTCCCTTGCCCTGACCACTCTTATACGGACAGCTGGCACACCAG

TGATGAGTGTGTGTATTGCAGCCCAGTGTGCAAGGAACTGCAGTCCGTGAAGCAGGAGTGCAACCGCACCCACAACCGAGTGTGTGAGTGTGAGGAAGGG

CGTTACCTGGAGATCGAATTCTGCTTGAAGCACCGGAGCTGTCCCCCGGGCTCCGGCGTGGTGCAAGCTGGAACCCCAGAGCAAAACACAGTTTGCAAAA

AATGTCCAGATGGGTTCTTCTCAGGTGAGACTTCATCGAAAGCACCCTGTAGAAAACACACGAACTGCAGCACATTTGGCCTCCTGCTAATTCAGAAAGG

AAATGCAACACATGACAACGTGTGTTCCGGAAACAGAGAAGCCACGCAAAAGTGTGGAATAGATGTCACCCTGTGTGAAGAGGCCTTCTTCAGGTTTGCT

GTTCCTACCAAGATTATACCAAATTGGCTGAGTGTTTTGGTGGACAGTTTGCCTGGGACCAAAGTGAATGCCGAGAGTGTAGAGAGGATAAAACGGAGAC

ACAGCTCACAAGAGCAAACCTTCCAGCTGCTGAAGCTGTGGAAACATCAAAACAGAGACCAGGAAATGGTGAAGAAGATCATCCAAGACATTGACCTCTG

TGAAAGCAGCGTGCAGCGGCATCTCGGCCACGCGAACCTCACCACAGAGCAGCTTCGTGCCTTGATGGAGAGCCTGCCTGGGAAGAAGATCAGCCCAGAA

GAAATTGAGAGAACGAGAAAGACCTGCAAATCGAGCGAGCAGCTCCTGAAGCTACTCAGTTTATGGAGGATCAAAAATGGTGACCAAGACACCTTGAAGG

GCCTGATGTATGCCCTCAAGCACTTGAAAACATCCCACTTTCCCAAAACTGTCACCCACAGTCTGAGGAAGACCATGAGGTTCCTGCACAGCTTCACAAT

GTACAGACTGTATCAGAAGCTCTTTTTAGAAATGATAGGGAATCAGGTTCAATCTGTGAAAATAAGCTGCTTATAACTAGGAATGGTCACTGGGCTGTTT

CTTCAGGACGGGCCAAAACTGACTGAGGAGAAGAAGACGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCA

GTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCAT

TTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACT

TTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCC

TCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCC

CTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAAT

ATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTG

AGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACA

TGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCAC

AGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATG

GCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCT

TCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCT

GACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAA

GTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATG

 •   N   R   T   Y   K   

L   P   I   L   E   E   I   T   T   K   V   L   K   G   N   M   E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R   C   M

  G   C   P   S   V   V   R   I   S   R   D   V   E   D   S   Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   S   V  

 A   S   G   I   A   I   A   E   A   C   V   T   V   R   G   I   Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R   I   

A   A   G   V   H   H   K   N   D   E   Y   L   M   T   I   K   E   T   A   V   E   V   L   E   L   D   Q   Q   S   I   N   F   T   K

  M  

 M   N   K   W   L   C   C   A   L   L  

 V   L   L   D   I   I   E   W   T   T   Q   E   T   L   P   P   K   Y   L   H   Y   D   P   E   T   G   H   Q   L   L   C   D   K   

C   A   P   G   T   Y   L   K   Q   H   C   T   V   R   R   K   T   L   C   V   P   C   P   D   H   S   Y   T   D   S   W   H   T   S

  D   E   C   V   Y   C   S   P   V   C   K   E   L   Q   S   V   K   Q   E   C   N   R   T   H   N   R   V   C   E   C   E   E   G  

 R   Y   L   E   I   E   F   C   L   K   H   R   S   C   P   P   G   S   G   V   V   Q   A   G   T   P   E   Q   N   T   V   C   K   

K   C   P   D   G   F   F   S   G   E   T   S   S   K   A   P   C   R   K   H   T   N   C   S   T   F   G   L   L   L   I   Q   K   G

  N   A   T   H   D   N   V   C   S   G   N   R   E   A   T   Q   K   C   G   I   D   V   T   L   C   E   E   A   F   F   R   F   A  

 V   P   T   K   I   I   P   N   W   L   S   V   L   V   D   S   L   P   G   T   K   V   N   A   E   S   V   E   R   I   K   R   R   

H   S   S   Q   E   Q   T   F   Q   L   L   K   L   W   K   H   Q   N   R   D   Q   E   M   V   K   K   I   I   Q   D   I   D   L   C

  E   S   S   V   Q   R   H   L   G   H   A   N   L   T   T   E   Q   L   R   A   L   M   E   S   L   P   G   K   K   I   S   P   E  

 E   I   E   R   T   R   K   T   C   K   S   S   E   Q   L   L   K   L   L   S   L   W   R   I   K   N   G   D   Q   D   T   L   K   

G   L   M   Y   A   L   K   H   L   K   T   S   H   F   P   K   T   V   T   H   S   L   R   K   T   M   R   F   L   H   S   F   T   M

  Y   R   L   Y   Q   K   L   F   L   E   M   I   G   N   Q   V   Q   S   V   K   I   S   C   L   •  

AgeI (552) BspHI (568)

NheI (1838)
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101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

2501

2601

2701

2801

2901

3001

3101

141

134

101

68

34

1

1

11

44

77

111

144

177

211

244

277

311

344

377



TACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCC

AGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCAC

CCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGG

CCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGC

GTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTT

CCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATA

GCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGG

TAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCT

ACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTG

GTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCC

TTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCA

ATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACT
AGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

3201

3301

3401
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3801
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4001
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