
125

pUNO1-mTNFRSF11A
(5090 bp)

BsrS2

SV40 p(A)

(h) ßglobin p(A)

pMB1 ori
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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCACCATGGCCCCGCGCGCCCGGCGGCGCCGCCAGCTGCCCGC

GCCGCTGCTGGCGCTCTGCGTGCTGCTCGTTCCACTGCAGGTGACTCTCCAGGTCACTCCTCCATGCACCCAGGAGAGGCATTATGAGCATCTCGGACGG

TGTTGCAGCAGATGCGAACCAGGAAAGTACCTGTCCTCTAAGTGCACTCCTACCTCCGACAGTGTGTGTCTGCCCTGTGGCCCCGATGAGTACTTGGACA

CCTGGAATGAAGAAGATAAATGCTTGCTGCATAAAGTCTGTGATGCAGGCAAGGCCCTGGTGGCGGTGGATCCTGGCAACCACACGGCCCCGCGTCGCTG

TGCTTGCACGGCTGGCTACCACTGGAACTCAGACTGCGAGTGCTGCCGCAGGAACACGGAGTGTGCACCTGGCTTCGGAGCTCAGCATCCCTTGCAGCTC

AACAAGGATACGGTGTGCACACCCTGCCTCCTGGGCTTCTTCTCAGATGTCTTTTCGTCCACAGACAAATGCAAACCTTGGACCAACTGCACCCTCCTTG

GAAAGCTAGAAGCACACCAGGGGACAACGGAATCAGATGTGGTCTGCAGCTCTTCCATGACACTGAGGAGACCACCCAAGGAGGCCCAGGCTTACCTGCC

CAGTCTCATCGTTCTGCTCCTCTTCATCTCTGTGGTAGTAGTGGCTGCCATCATCTTCGGCGTTTACTACAGGAAGGGAGGGAAAGCGCTGACAGCTAAT

TTGTGGAATTGGGTCAATGATGCTTGCAGTAGTCTAAGTGGAAATAAGGAGTCCTCAGGGGACCGTTGTGCTGGTTCCCACTCGGCAACCTCCAGTCAGC

AAGAAGTGTGTGAAGGTATCTTACTAATGACTCGGGAGGAGAAGATGGTTCCAGAAGACGGTGCTGGAGTCTGTGGGCCTGTGTGTGCGGCAGGTGGGCC

CTGGGCAGAAGTCAGAGATTCTAGGACGTTCACACTGGTCAGCGAGGTTGAGACGCAAGGAGACCTCTCGAGGAAGATTCCCACAGAGGATGAGTACACG

GACCGGCCCTCGCAGCCTTCGACTGGTTCACTGCTCCTAATCCAGCAGGGAAGCAAATCTATACCCCCATTCCAGGAGCCCCTGGAAGTGGGGGAGAACG

ACAGTTTAAGCCAGTGTTTCACCGGGACTGAAAGCACGGTGGATTCTGAGGGCTGTGACTTCACTGAGCCTCCGAGCAGAACTGACTCTATGCCCGTGTC

CCCTGAAAAGCACCTGACAAAAGAAATAGAAGGTGACAGTTGCCTCCCCTGGGTGGTCAGCTCCAACTCAACAGATGGCTACACAGGCAGTGGGAACACT

CCTGGGGAGGACCATGAACCCTTTCCAGGGTCCCTGAAATGTGGACCATTGCCCCAGTGTGCCTACAGCATGGGCTTTCCCAGTGAAGCAGCAGCCAGCA

TGGCAGAGGCGGGAGTACGGCCCCAGGACAGGGCTGATGAGAAGGGAGCCTCAGGGTCCGGGAGCTCCCCCAGTGACCAGCCACCTGCCTCTGGGAACGT

GACTGGAAACAGTAACTCCACGTTCATCTCTAGCGGGCAGGTGATGAACTTCAAGGGTGACATCATCGTGGTGTATGTCAGCCAGACCTCGCAGGAGGGC

CCGGGTTCCGCAGAGCCCGAGTCGGAGCCCGTGGGCCGCCCTGTGCAGGAGGAGACGCTGGCACACAGAGACTCCTTTGCGGGCACCGCGCCGCGCTTCC

CCGACGTCTGTGCCACCGGGGCTGGGCTGCAGGAGCAGGGGGCACCCCGGCAGAAGGACGGGACATCGCGGCCGGTGCAGGAGCAGGGTGGGGCGCAGAC

TTCACTCCATACCCAGGGGTCCGGACAATGTGCAGAATGACCTCACCTTCTCTGTCTGCCCTGGGTGCAGGGGCTAGCTGGCCAGACATGATAAGATACA

TTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTG
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CAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGT

GGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGG

GGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTC

TTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATT

AGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAA

AGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAG

TCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCA

CAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGAC

AGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACC

AGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTG

TCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCG

TCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCC

CCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGA

AAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTA

CTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAA

TGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAA

AGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCG

AAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCC

TTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAAC

CCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAA

CAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCT

CTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGA

TTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCAT

GGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACG

CTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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