Agel (552)
BstEIl (555)

hEF1-HTLV prom

MTNFRSF10B (TRAILR2,CD262)

pMB1 ori

pUNO1-mTNFRSF10B

(4336 bp)
hCMV enh

hCMV prom

SV40 pAn

hRGlo pAn

100
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1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
BstEll (555)
Agel (552)
501 CTGAGATCACCGGTCACCATGGAGCCTCCAGGACCCAGCACGCCCACAGCCTCTGC
- 1I*M E P PG P ST PTASA

601 CGCTGCCCGGGCAGATCACTACACCCCAGGCCTCCGGCCACTCCCGAAGCGCAGACTTCTATATAGCTTTGCGTTGCTGCTTGCTGTGCTACAGGCTGTC
13 AARADUHYTU®PGUL RU®PLU®PK RRLILYSFALTULTLAVLAQAWV
701 TTTGTTCCAGTAACAGCTAACCCAGCCCATAATCGTCCAGCTGGCCTACAGCGGCCGGAGGAGAGCCCATCAAGAGGACCCTGTCTAGCAGGCCAGTACC
47 F V. PV T AN P A HNIRPAGULAOQRU®PETESZPSRGU®PCLAGA QY

801 TGTCAGAAGGGAACTGCAAGCCTTGCAGAGAGGGTATTGACTACACCAGCCATTCCAACCATTCTCTGGATTCATGTATTCTCTGCACAGTCTGTAAGGA
8L S E G N CK PCREG I DYTSHSNHSLDSC I LCTVCK E
901 AGATAAAGTCGTAGAAACCCGATGCAACATAACCACAAATACGGTGTGTCGATGCAAACCAGGCACCTTTGAAGATAAAGACTCCCCTGAGATCTGCCAG
113 D K V V E T R CN I T T NTV CURTCIKPGTFEDIKUDSPE I CAQ
1001 TCATGCTCTAACTGCACTGACGGGGAAGAGGAACTGACTTCCTGTACCCCCAGAGAAAACCGGAAGTGTGTCTCCAAAACGGCTTGGGCATCTTGGCATA
147 S C S N C T D G E E E LT SCTPIRENI RKT CV SKTAWASWH

1101 AGCTAGGCCTCTGGATAGGACTCCTGGTTCCAGTAGTGCTGCTGATTGGAGCTCTGCTTGTCTGGAAGACTGGAGCATGGAGGCAATGGTTGCTCTGTAT
18K L G LW I G L LV PV V LLIGALULVWZ KTG GAWRAQW L L C I
1201 AAAAAGAGGCTGTGAACGGGATCCCGAAAGTGCGAACTCTGTGCATTCGTCTCTCTTGGACCGACAGACATCTAGCACGACAAATGACTCTAACCACAAC
23 K R G C E RD P E SANSVHSSLLDW RQTSSTTND SNUHN
1301 ACGGAACCTGGCAAGACTCAGAAAACAGGAAAGAAGTTGCTGGTTCCGGTAAACGGAAACGACTCAGCTGACGACCTGAAGTTTATCTTCGAGTATTGTT
247 T E P G K T Q K T 6 K K L LV PVNGNDSADUDILTZKTF I FEYTC

1401 CGGACATAGTGCCCTTTGACTCCTGGAACCGTCTCATGCGGCAGTTGGGCCTCACAGACAATCAAATCCAAATGGTCAAAGCCGAAACACTGGTCACACG
280S D I V P F D SWNIRULMURQLGLTIDNQ I QMV KAETLV TR
1501 TGAGGCCCTGTACCAAATGCTGCTCAAGTGGCGCCACCAGACTGGGCGAAGTGCCTCCATCAACCATCTGCTGGATGCCTTGGAAGCCGTGGAAGAGAGA
338 E A L YQMLLIKWRHQTS G RSAS I NHTULLDATLTEAVETETR
1601 GATGCCATGGAGAAAATTGAAGACTACGCAGTGAAATCCGGGAGGTTTACTTATCAGAACGCTGCAGCCCAACCAGAGACAGGGCCAGGAGGATCTCAGT
347 D AM E K | ED Y AV K SGIRFTYOQNAAAQ®PTETSGU®PGSG SAQ

Nhel (1718)

1701 GCGTTTGAAGTCAGCCTGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTT
380FC V e
1801 GTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGG

1901 GGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCT
- -

2001 CTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTT

2101 TAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAG

2201 AAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTG

2301 GACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAAT
#4944 ¢ N R T Y K L P I L E E |
2401 GGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACC
1284 T T K V LK G NM E I LV FCDUPAYDS |l LEZ RTCMSGT CUPSVYV
2501 CTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGG
4R | S R DV ED S Y PH RV AV I TDFDJIKIOQGNSVASG I A I A
2601 CTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTT
611 E A C V T V RG I YA E I HV AS I I EGTIKTR R I A AGV HHK
2701 GTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAG
284 N D E Y LM T I K ETAV EV L ELDQQS INFTHKME4-—m—
2801 TGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCT
]
2901 CTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTC
-
3001 AAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT

3101 CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCA




3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201
4301

TTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAG

TCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGT

AACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCC
- -
CCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGT

GCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTC

AGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCA

ACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTG

GCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAA

CAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGT

CTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCA

TTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCA
GTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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