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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

NgoMI (441)

Nael (441)
401

Ncol (560)
BStEII (555)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCACCATGGTCGTCCTCCTTTGCTTATGCGTCTTGCTGTGGGA
[ 1*M V VL L CL CV L L WE
Ndel (645) Bst11071  (670)
601 AGAGGCTCACGGATGGGGATTCAAGAACGGGATCTTTCATAACTCCATATGGCTTGAACAAGCAGCGGGCGTATACCACAGAGAAGCTCGGGCTGGCAGA
13 E A HGWGTF KNG I FHNJ ST WLEI QAAGVYHZRTEA ARATGTHR
701 TACAAGCTCACCTACGCCGAAGCCAAGGCCGTATGTGAATTTGAAGGTGGTCGTCTCGCAACCTACAAGCAGCTAGAGGCAGCCAGAAAAATTGGATTCC
47 Y K L T Y A E A KA V CE F E GG RULATY K QL EAARIKI GF
Mscl (821) Bsp120I (859) Clal (892)
801 ATGTCTGTGCTGCTGGATGGATGGCCAAGGGTAGAGTCGGATACCCCATTGTGAAACCTGGGCCCAACTGTGGATTTGGGAAAACGGGTATCATCGATTA
80H V C AA GWMAIK G RV GY Pl VKPGPNTZ CGTFG GIKTSGTI1I I DY
901 TGGAATCCGGCTCAACAGGAGTGAGCGATGGGATGCCTATTGCTACAACCCACATGCAAAGGAGTGTGGTGGTGTCTTCACAGATCCGAAGCGAATTTTT
113 G I R L N R S E RWDAYCYNZPHAIKTET CGS GVFTODU&PIKR R I F
Xmal (1005)
Smal (1005) EcoRI (1076)
1001 AAATCCCCGGGCTTCCCAAATGAGTACGATGACAACCAGGTCTGCTACTGGCACATTCGGCTCAAGTACGGTCAGCGAATTCACCTGAGCTTTTTGGACT
147 K S P G F P N E Y DDNAQVCYWH 11 RULIKYGQR I HLSFLD
1101 TTGACCTTGAACATGATCCAGGCTGCTTGGCTGACTATGTAGAAATCTATGACAGTTATGATGACGTCCACGGCTTTGTAGGAAGATACTGTGGTGATGA
180F D L E HDP G CLADYVEIl YDSYDUDVHGT FVGRYCGDE
PpulOl (1256)
BspHI (1232) Nsil  (1256)
1201 ACTTCCAGAAGACATCATTAGCACAGGAAATGTCATGACCTTGAAGTTTCTGAGTGATGCATCCGTCACGGCTGGAGGCTTCCAGATTAAATACGTCACA
213 L P E DI I S T GNUVMTLIKT FLSDASVTAGSGT F QI K Y VT
BamHI (1302) Scal (1339)
1301 GTGGATCCTGCATCTAAATCCAGTCAAGCCAAAAATACAAGTACTACTGGAAATAAGAAGTTCTTACCTGGAAGGTTTAGCCATCTATAAAAAATTTTTT
247 V. D P A°S K S S Q A K NTSTTS GNIKIKTFLUP GRF S HL e
Mscl (1434)
Nhel (1428)
1401 TTAAAAATGTTCAAAACATCCAGTACAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAA

Hpal (1566) Mfel (1577)
1501 TGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTC

EcoRI (1662)
1601 AGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCA
- -

1701 AATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTT

1801 TCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTA

SspI  (1901) Swal (1915) Eco01091 (1976)
1901 AAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGT

2001 TTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGA
+414 ¢« N R T Y K L P I L
Sacl (2176)
2101 GTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGG
1314 E E I T T K VL K G NME I L VFCDZPAYUDSI1ILET RT CMGTCSF?P
BstXI (2205)
2201 GCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCA
984 S VvV V R I S R DV E D S Y P HR VAV I TDFUDJZKTI QGNSVASG
Stul (2340)
Ecold7I (2340)
2301 ATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGA
6441 A I A E A CV T VR GI YATETI HVASI I EGTI KT RI AAGV
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3798

3898
3998

BspHI (2490)
Xmnl (2482)
CATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGC
HHKNDTETYTLMMTI KETAVEUVTLTETLUDAI QQSI NTFTIKM-24-——m
Vspl (2548)
Asel (2548)
CCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCAC
-t

Sacl (2605)
TAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGA

Spel (2703)
TTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAA
—_ -

SnaBI (2831)
Ecol051 (2831)
AACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCC

Ndel (2936)
ATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACG

TCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACC

Pstl (3115)

Sdal (3114)Pacl (3122)  BspLUI1l (3132)
GTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTC
-

CATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTG

GAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACG

ApaLI (3446)
CTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTAT

CGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGT

TCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTC

TTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATC

Eagl (3882)
Pacl (3862) Swal (3871) Notl (3881)
TTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAAT

ATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAA
TAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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