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Asel (2294)
BbsI (2232)
Xmnl (2228)

Stul (2086) Swal (1661)

Sacl (1922) Eco01091 (1722)
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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245)
Psp1406I (203) Pvull (239) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

BStEII (555)
Agel (552) Neol (560)
501 CTGAGATCACCGGTCACCATGGTGACGCTCGCCGAGCTGCTGGCGCTGCTGGCCGC
> 1*M V T L A ELLATLTLAA
BStEII (669)
Mscl (605) BsrBI (664)

601 GCTGCTGGCCACGGCCTCGGGCTACTTTGTCAGCATCGACGCGCACGCCGAGGAGTGCTTCTTCGAGCGGGTCACCTCCGGCACCAAGATGGGCCTCATC
3 L LATAGSGTYTFVS I DAHATETETCTFTFERVTSGTU KMGL I
701 TTCGAGGTGGCGGAGGGCGGCTTCCTGGACATCGACGTGGAGATCACAGGACCAGATAATAAAGGAATCTATAAAGGAGACCGGGAGTCCAGCGGGAAGT
47* F EV A EG G F LD IDVETITGTPDNIEKTGT I YKGDT RTETSSGK
801 ACACATTTGCAGCCCACATGGATGGGACATACAAGTTCTGCTTTAGCAATAGGATGTCCACTATGACTCCAAAGATAGTAATGTTCACCATTGACATTGG

Y T FAAHMDGTVYKTFCTFSNU RMSTMT®PK I VMTFT ID I G

Asel (961)
901 GGAGGCTCCCAAAGGACAAGACATGGAGACAGAAGCTCATCAGAACAAGCTAGAAGAAATGATTAATGAGCTGGCAGTGGCAATGACAGCCGTAAAGCAC
113 E A P K G Q DM ET EAHU QNI K LETEMTINTETLAVAMTAV K H
BstBI (1084)
1001 GAACAGGAGTACATGGAAGTCCGGGAGAGAATACACAGAGCCATCAATGACAACACAAACAGCAGAGTGGTCCTTTGGTCCTTCTTCGAAGCTCTTGTTC
147* E Q E YM EV R ER I HRA INDNTNTGSRVVYV LWSTFTFTEATLYV
Miscl (1180)
BglII (1121) BspEI (1151) Nhel (1174)

1101 TAGTTGCCATGACATTGGGACAGATCTACTACCTGAAGAGATTTTTTGAAGTCCGGAGGGTTGTTTAAAAGGCCGCTAGCTGGCCAGACATGATAAGATA
189¥L V A M T L GQ I Y Y LKTZ RTFEFTFTEVT RT RVV e
1201 CATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGC

Hpal (1312) Mfel (1323)
1301 TGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAAT

EcoRI (1408)
1401 GTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCA
S -

Sapl (1590)
1501 GGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATT

Sspl (1647) Swal (1661)
1601 TCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTA

Eco01091 (1722)
1701 TTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAG

1801 AAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGC
414 ¢« N R T Y K L P I L E E I T T KV L K GNME | L V F C
Sacl (1922)
1901 AGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGC
1134 D P A Y D S | L ERCMGCUPSVV R I SRDVEDSYPHRYVA
Stul (2086)
2001 CACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGG
84 Vv | T D FDKQGNJSVASGIAIAEACVTVRG I YATEIH
2101 ACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCA
464V A S | | E G T K T R I AAGV HHIKNDEYLMT I KETA AV EV
BbsI (2232)
Xmnl (2228) Asel (2294)
2201 CCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAAT
134 L E LD QQS I N F T K M-




Sacl (2351)
2301 TGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTG

-
Spel (2449)
2401 CGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAAT
-

SnaBI (2577)
2501 CCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAG

Ndel (2682)
2601 GAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATG

2701 TACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTC

Pacl (2868)
PstI (2861)
Sdal (2860) BspLU11I (2878)
2801 AATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCA
-

2901 AAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGG

3001 CGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCG

ApaLlI (3192)
3101 CCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGA

3201 ACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGT

3301 AACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCG

3401 CTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCA

3501 GATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTC

Eagl (3628)
Pacl (3608) Swal (3617) NotI (3627)
3601 ATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATA

3701 CGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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