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Bsp1201 (3586) Bsp120I (2808)
BspEI (3485) Xbal (2834)

Fspl (3409)

RsrlI (3388)
Tth1111 (3390)
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Pvul (7)
Sefl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCC CCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp14061 (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTC CGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMI (441)
401
Agel (552) Ncol (568)
501 CTGAGATCACCGGTAGGAGGGCCACCATGGTl'CTCCGTCGAAGGACTCTGCACCCC
> 1 MV LRRRTLHTP
Acc651 (648)

601 TTGTCCCTCCTGGTACAGGCTGCAGTGCTGGCTGAGACTCTGGCCCTGGGTACCCTGCCTGCCTTCCTACCCTGTGAGCTGAAGCCTCATGGCCTGGTGG
11 L S LLVQAAVLAETLALGTLPAFLPC CETLTEKPHGTLYV
701 ACTGCAATTGGCTGTTCCTGAAGTCTGTACCCCGTTTCTCTGCGGCAGCATCCTGCTCCAACATCACCCGCCTCTCCTTGATCTCCAACCGTATCCACCA
44¥D C NW L FLKSVPRFSAAASCSNITRLSLTISNRIHH
Tth1111 (813)
801 CCTGCACAACTCCGACTTCGTCCACCTGTCCAACCTGCGGCAGCTGAACCTCAAGTGGAACTGTCCACCCACTGGCCTTAGCCCCCTGCACTTCTCTTGC
77" L HNSDFVHLSNLRQLNLIKWNTCPPTGLSPLHTFSSC
901 CACATGACCATTGAGCCCAGAACCTTCCTGGCTATGCGTACACTGGAGGAGCTGAACCTGAGCTATAATGGTATCACCACTGTGCCCCGACTGCCCAGCT
1271 HM T | E P RTFLAMRTLEELNLSYNG I TTVPRLTPS
Xbal (1040) NgoMI (1059)
1001 CCCTGGTGAATCTGAGCCTGAGCCACACCAACATCCTGGTTCTAGATGCTAACAGCCTCGCCGGCCTATACAGCCTGCGCGTTCTCTTCATGGACGGGAA
144¥S L VN L SLSHTN ILVLDANSLAGLYSLRVLTFMDGN
BStEII (1136)
1101 CTGCTACTACAAGAACCCCTGCACAGGAGCGGTGAAGGTGACCCCAGGCGCCCTCCTGGGCCTGAGCAATCTCACCCATCTGTCTCTGAAGTATAACAAC
778 C Y YKNPCTGAVKVYTPGALLGLSNLTHLSLIEKTYNN
1201 CTCACAAAGGTGCCCCGCCAACTGCCCCCCAGCCTGGAGTACCTCCTGGTGTCCTATAACCTCATTGTCAAGCTGGGGCCTGAAGACCTGGCCAATCTGA
211 L TK VP RQLPPSLEYLLVSYNL IVKLGPEDLANL
Secal (1310)
1301 CCTCCCTTCGAGTACTTGATGTGGGTGGGAATTGCCGTCGCTGCGACCATGCCCCCAATCCCTGTATAGAATGTGGCCAAAAGTCCCTCCACCTGCACCC
244 T S LRV LDVGGNCRRCDHAPNPC CIECGQKSTLHLUHTEP
1401 TGAGACCTTCCATCACCTGAGCCATCTGGAAGGCCTGGTGCTGAAGGACAGCTCTCTCCATACACTGAACTCTTCCTGGTTCCAAGGTCTGGTCAACCTC
277 E T FHHLSHLEGLVLEKDSSLHTLNSSWTFQGLVNL
Fspl (1576)
1501 TCGGTGCTGGACCTAAGCGAGAACTTTCTCTATGAAAGCATCAACCACACCAATGCCTTTCAGAACCTAACCCGCCTGCGCAAGCTICAACCTGTCCTTCA
3B S VLDLSENTFLYESINHTNAFQNLTRLRKLNLSTF
1601 ATTACCGCAAGAAGGTATCCTTTGCCCGCCTCCACCTGGCAAGTTCCTTCAAGAACCTGGTGTCACTGCAGGAGCTGAACATGAACGGCATCTTCTTCCG
344N Y R K KV S FARLHLASSFKNLVYSLQELNMNGTIFFR
1701 CTCGCTCAACAAGTACACGCTCAGATGGCTGGCCGATCTGCCCAAACTCCACACTCTGCATCTTCAAATGAACTTCATCAACCAGGCACAGCTCAGCATC
377 S LN K Y TLRWLADLPKLHTLHLQMNTF INQAOQLS I
Acc65I (1803)
1801 TTTGGTACCTTCCGAGCCCTTCGCTTTGTGGACTTGTCAGACAATCGCATCAGTGGGCCTTCAACGCTGTCAGAAGCCACCCCTGAAGAGGCAGATGATG
411 F G TFRALRFVDLSDNRISGPSTLSEATPETEADD
BamHI (1925) Neol (1999)
1901 CAGAGCAGGAGGAGCTGTTGTCTGCGGATCCTCACCCAGCTCCACTGAGCACCCCTGCTTCTAAGAACTTCATGGACAGGTGTAAGAACTTCAAGTTCAC
444¥A E Q E ELLSADPHPAPLSTPASKNTFMDRCKNTFIKTFT
2001 CATGGACCTGTCTCGGAACAACCTGGTGACTATCAAGCCAGAGATGTTTGTCAATCTCTCACGCCTCCAGTGTCTTAGCCTGAGCCACAACTCCATTGCA
477 M DL SR NNLV T IKPEMFVNLSRLOQCLSLSHNS IA
2101 CAGGCTGTCAATGGCTCTCAGTTCCTGCCGCTGACTAATCTGCAGGTGCTGGACCTGTCCCATAACAAACTGGACTTGTACCACTGGAAATCGTTCAGTG
511 Q AV NG SQF LPLTNLQVLDLSHNKLDLYHWTIKSTFS
2201 AGCTACCACAGTTGCAGGCCCTGGACCTGAGCTACAACAGCCAGCCCTTTAGCATGAAGGGTATAGGCCACAATTTCAGTTTTGTGGCCCATCTGTCCAT
544 E L P Q LQALDLSYNSOQPFSMKGTIGHNTFSFVAHLSM
2301 GCTACACAGCCTTAGCCTGGCACACAATGACATTCATACCCGTGTGTCCTCACATCTCAACAGCAACTCAGTGAGGTTTCTTGACTTCAGCGGCAACGGT
577# L HSLSLAHND IHTRVSSHLNSNSVRTFLDTFSGNG
Sl (2448)
2401 ATGGGCCGCATGTGGGATGAGGGGGGCCTTTATCTCCATTTCTTCCAAGGCCTGAGTGGCCTGCTGAAGCTGGACCTGTCTCAAAATAACCTGCATATCC
611 M GRMWDEGGLYLHTFFQGLSGLLIKLDLSOQNNTLH I
2501 TCCGGCCCCAGAACCTTGACAACCTCCCCAAGAGCCTGAAGCTGCTGAGCCTCCGAGACAACTACCTATCTTTCTTTAACTGGACCAGTCTGTCCTTCCT
644 L R P Q NLDNLUPKSLKLLSLRDNYLSFFNWTSLSTFL
2601 GCCCAACCTGGAAGTCCTAGACCTGGCAGGCAACCAGCTAAAGGCCCTGACCAATGGCACCCTGCCTAATGGCACCCTCCTCCAGAAACTGGATGTCAGC
677 P NLEV LDLAGNQQLKALTNGTLPNGTLLQKLTDVS
2701 AGCAACAGTATCGTCTCTGTGGTCCCAGCCTTCTTCGCTCTGGCGGTCGAGCTGAAAGAGGTCAACCTCAGCCACAACATTCTCAAGACGGTGGATCGCT
711 S NS IVSVVPAFFALAVELIKEVNLSHNILKTVDR
Bsp1201 (2808) Xbal (2834)
2801 CCTGGTTTGGGCCCATTGTGATGAACCTGACAGTTCTAGACGTGAGAAGCAACCCTCTGCACTGTGCCTGTGGGGCAGCCTTCGTAGACTTACTGTTGGA
744 S W F GP IVMNLTVLDVRSNPLHCACGAAFVDLTLTLE
2901 GGTGCAGACCAAGGTGCCTGGCCTGGCTAATGGTGTGAAGTGTGGCAGCCCCGGCCAGCTGCAGGGCCGTAGCATCTTCGCACAGGACCTGCGGCTGTGC
777 VQTKVPGLANGVKCGSPGQLQGRS I FAQDLTR RLSTC
3001 CTGGATGAGGTCCTCTCTTGGGACTGCTTTGGCCTTTCACTCTTGGCTGTGGCCGTGGGCATGGTGGTGCCTATACTGCACCATCTCTGCGGCTGGGACG
811 LD EVL SWD CFGLSLLAVAVGMVVP ILHHLTCGWD
3101 TCTGGTACTGTTTTCATCTGTGCCTGGCATGGCTACCTTTGCTGGCCCGCAGCCGACGCAGCGCCCAAGCTCTCCCCTATGATGCCTTCGTGGTGTTCGA
844V W Y C FHLCLAWLPLLARSRRSAQALPYDATFVVFD



3201 TAAGGCACAGAGCGCAGTTGCGGACTGGGTGTATAACGAGCTGCGGGTGCGGCTGGAGGAGCGGCGCGGTCGCCGAGCCCTACGCTTGTGTCTGGAGGAC
877 K AQS AV ADWVYNELRVRLETERRGRRALRLTCLTETD
Tth1111 (3390)
RsrlI (3388)
3301 CGAGATTGGCTGCCTGGCCAGACGCTCTTCGAGAACCTCTGGGCTTCCATCTATGGGAGCCGCAAGACTCTATTTGTGCTGGCCCACACGGACCGCGTCA
911 R DW L P GQTLFENLWAS ITYGSRKTLFVLAHTDR RV
Fspl (3409) BspEI (3485)
3401 GTGGCCTCCTGCGCACCAGCTTCCTGCTGGCTCAGCAGCGCCTGTTGGAAGACCGCAAGGACGTGGTGGTGTTGGTGATCCTGCGTCCGGATGCCCACCG
944#S G L L R TS FLLAQQRLLEDRKDVVVYLV ILRPDAHT R
Bsp1201 (3586)
3501 CTCCCGCTATGTGCGACTGCGCCAGCGTCTCTGCCGCCAGAGTGTGCTCTTCTGGCCCCAGCAGCCCAACGGGCAGGGGGGCTTCTGGGCCCAGCTGAGT
977 S R YV RLRQRLCRQSVLFWPQQPNGQGGTFWAOQL S
3601 ACAGCCCTGACTAGGGACAACCGCCACTTCTATAACCAGAACTTCTGCCGGGGACCTACAGCAGAAAGATCCTACCCCTATGATGTGCCAGACTACGCCT
1011 T AL T RDNRHFYNQNTFCRGPTAERSYPYDVPDYA
Nhel (3703)
3701 AAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATG
1044k o

Hpal (3841)
3801 CTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCA ATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGT

EcoRI (3937)
3901 AAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTT
- -

4001 TCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTAT

Sspl (4176) Swal (4190)
4101 TTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATAC

4201 ATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAA

4301 GGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAG
+444 ¢ N R T YK LP ILEE ITTKVL
Sacl (4451)

Ecl1361I (4451)
4401 CTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCC
1231 K G NME ILVFCDPAYDS ILERCMGCPSVVRISRD
4501 ACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAG
894V ED SYPHRVAVY ITDFDKQGNSVASGIAIAEACVT
4601 TGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAG
564 VR G I YAE IHVAS I EGTKTRIAAGVHHEKNDETVYL

BspHI (4765)

4701 CATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATAC
231M T I KETAVEVLELDQQQS INTFTKM=-

Sacl (4880)
Asel (4823) Ecl1361I (4880)
4801 TATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACC
-
Spel (4978)
4901 TCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACA GGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCAT
-

5001 TGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGAT

SnaBI (5106)
5101 GACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGG

Ndel (5211)
5201 GGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTA

Pacl (5397)

Sdal (5389)
5301 CTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTA

BspLUL1I (5407)
5401 ATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCG CCATAGGCTCCGCCCCCCTGACGAGCATC
-

5501 ACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCC

5601 GACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTC

ApalLlI (5721)
5701 GTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACG

5801 ACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTA

5901 CACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGT

6001 AGCGGTGG GTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATC CTACGGGGTCTGACGCTCAGTGGA

Eagl (6157)
Pacl (6137) Swal (6146) Notl (6156)
6101 ACGAAAACTCACGTTAAGGGA GGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTT



6201 GGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTG
6301 CCAGAACATTTCTCTATCGAA
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