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Pvul (7)
Sefl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp1406I (203) HindIII (245) Bsu36I (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301
NgoMIV (441)
401
Agel (552) Ncol (568)
501 CTGAGATCACCGGTAGGAGGGCCACCATGGTTCTCCGTCGAAGGACTCTGCACCCC
> 1I*» M V. L R R R T L H P
Acc651 (648)

601 TTGTCCCTCCTGGTACAGGCTGCAGTGCTGGCTGAGACTCTGGCCCTGGGTACCCTGCCTGCCTTCCTACCCTGTGAGCTGAAGCCTCATGGCCTGGTGG
11 L S L L VQ AAV LA ETULALGTULUZPATFLUPT CTETLIKUPHSGILYV
701 ACTGCAATTGGCTGTTCCTGAAGTCTGTACCCCGTTTCTCTGCGGCAGCATCCTGCTCCAACATCACCCGCCTCTCCTTGATCTCCAACCGTATCCACCA
4¥D C NW L F LK SV PRFSAAASTCS SN I TRULSUL I SN R I HH
Tth111I (813)
801 CCTGCACAACTCCGACTTCGTCCACCTGTCCAACCTGCGGCAGCTGAACCTCAAGTGGAACTGTCCACCCACTGGCCTTAGCCCCCTGCACTTCTCTTGC
77z« L HN SDFVHULJ SNULU RQLNULIKWNTC®PZPTSGTULSUPLHTFSTC
Xceml (916)
901 CACATGACCATTGAGCCCAGAACCTTCCTGGCTATGCGTACACTGGAGGAGCTGAACCTGAGCTATAATGGTATCACCACTGTGCCCCGACTGCCCAGCT
111 H M T | E P R T F L AMRT L EELNWLSYNG I T TV PR L P S
Xbal (1040) NgoMIV (1059)
1001 CCCTGGTGAATCTGAGCCTGAGCCACACCAACATCCTGGTTCTAGATGCTAACAGCCTCGCCGGCCTATACAGCCTGCGCGTTCTCTTCATGGACGGGAA
144Ss L V N L S L S H TN I LV LDANSILAGTLYSLI RV L FMDGN
BsrBI (1126) BstEII (1136)
1101 CTGCTACTACAAGAACCCCTGCACAGGAGCGGTGAAGGTGACCCCAGGCGCCCTCCTGGGCCTGAGCAATCTCACCCATCTGTCTCTGAAGTATAACAAC
77 C Y Y K NP CTGAV KV TPGALULSGTUL SNIULTHTULSILIK YNN
Bbsl (1281)
1201 CTCACAAAGGTGCCCCGCCAACTGCCCCCCAGCCTGGAGTACCTCCTGGTGTCCTATAACCTCATTGTCAAGCTGGGGCCTGAAGACCTGGCCAATCTGA
211 L T K V P R Q L P P S L EY L LV SYNIL IV K LGU®PESDTLANL
Scal (1310)
1301 CCTCCCTTCGAGTACTTGATGTGGGTGGGAATTGCCGTCGCTGCGACCATGCCCCCAATCCCTGTATAGAATGTGGCCAAAAGTCCCTCCACCTGCACCC
244*T S L RV LDV G GNZ CIRIRCDHAPNU PT C I ECG QK S LHLHWP
1401 TGAGACCTTCCATCACCTGAGCCATCTGGAAGGCCTGGTGCTGAAGGACAGCTCTCTCCATACACTGAACTCTTCCTGGTTCCAAGGTCTGGTCAACCTC
277 E T FHH L SHULESGTULVLIKDSSLHTILNSS SWTFQGLVNL
Fspl (1576)
1501 TCGGTGCTGGACCTAAGCGAGAACTTTCTCTATGAAAGCATCAACCACACCAATGCCTTTCAGAACCTAACCCGCCTGCGCAAGCICAACCTGTCCTTCA
311 S v L DL S ENF LY E S I NHTNATFOQNILTRLIRIKLNILSF
BsrBI (1697)

1601 ATTACCGCAAGAAGGTATCCTTTGCCCGCCTCCACCTGGCAAGTTCCTTCAAGAACCTGGTGTCACTGCAGGAGCTGAACATGAACGGCATCTTCTTCCG
344kN Y R K KV S FA RLHILASSFIKNIULV SLQETLNMNSG I F FR
1701 CTCGCTCAACAAGTACACGCTCAGATGGCTGGCCGATCTGCCCAAACTCCACACTCTGCATCTTCAAATGAACTTCATCAACCAGGCACAGCTCAGCATC
377# ' S L N K Y T L RW L AD L PKLHTILHILQMNTF I NOQAQL S I

Acc651 (1803) BstAPI (1890)
1801 TTTGGTACCTTCCGAGCCCTTCGCTTTGTGGACTTGTCAGACAATCGCATCAGTGGGCCTTCAACGCTGTCAGAAGCCACCCCTGAAGAGGCAGATGATG
4117 F G T F R A L R F VDL SDN NI RI SGUPSTLSEATU®PTETEATDTD

BamHI (1925) Ncol (1999)
1901 CAGAGCAGGAGGAGCTGTTGTCTGCGGATCCTCACCCAGCTCCACTGAGCACCCCTGCTTCTAAGAACTTCATGGACAGGTGTAAGAACTTCAAGTTCAC
444 A E Q E E L L S ADPHUPAZPLSTU®PASIKNTFMDI RTCIKNTFZK FT
2001 CATGGACCTGTCTCGGAACAACCTGGTGACTATCAAGCCAGAGATGTTTGTCAATCTCTCACGCCTCCAGTGTCTTAGCCTGAGCCACAACTCCATTGCA
477 M D L S R NN LV T I K P EMFVNILS S RLOQCULSULSHNISIA
Xmnl (2186)
2101 CAGGCTGTCAATGGCTCTCAGTTCCTGCCGCTGACTAATCTGCAGGTGCTGGACCTGTCCCATAACAAACTGGACTTGTACCACTGGAAATCGTTCAGTG
51 Q AV N G S Q F L PLTNUIL QVLUDIULSHNIKILDLYHWIK S F S
2201 AGCTACCACAGTTGCAGGCCCTGGACCTGAGCTACAACAGCCAGCCCTTTAGCATGAAGGGTATAGGCCACAATTTCAGTTTTGTGGCCCATCTGTCCAT
544E L P Q L Q A LDLSYNJSQPTFSMZIKSG G I GHNTFSTFVAHILSHWM
2301 GCTACACAGCCTTAGCCTGGCACACAATGACATTCATACCCGTGTGTCCTCACATCTCAACAGCAACTCAGTGAGGTTTCTTGACTTCAGCGGCAACGGT
577 L H S L S LAHNU D IHTW RV SSHTILNIS SNISVR RTFTULDTFSGNSG
SAil (2448)
Xeml (2444)

2401 ATGGGCCGCATGTGGGATGAGGGGGGCCTTTATCTCCATTTCTTCCAAGGCCTGAGTGGCCTGCTGAAGCTGGACCTGTCTCAAAATAACCTGCATATCC
611 M G R MW D E G G L Y LH F FQGULSGLLIKULDTULSQNNLH I



2501 TCCGGCCCCAGAACCTTGACAACCTCCCCAAGAGCCTGAAGCTGCTGAGCCTCCGAGACAACTACCTATCTTTCTTTAACTGGACCAGTCTGTCCTTCCT
644 L. R P Q N L DN L PK S LK L L SLIRDNYULSTFFNWTSL S FL
2601 GCCCAACCTGGAAGTCCTAGACCTGGCAGGCAACCAGCTAAAGGCCCTGACCAATGGCACCCTGCCTAATGGCACCCTCCTCCAGAAACTGGATGTCAGC
677 P N L EV LD LAGNA QLI KALTNSGTULPNGTIULILAOQK LDV S
2701 AGCAACAGTATCGTCTCTGTGGTCCCAGCCTTCTTCGCTCTGGCGGTCGAGCTGAAAGAGGTCAACCTCAGCCACAACATTCTCAAGACGGTGGATCGCT
711k S N S IV SV V PA F FA LAV ELZKTEVNTULSHNILKTVDR
Bsp120I (2808) Xbal (2834)
2801 CCTGGTTTGGGCCCATTGTGATGAACCTGACAGTTCTAGACGTGAGAAGCAACCCTCTGCACTGTGCCTGTGGGGCAGCCTTCGTAGACTTACTGTTGGA
744¥S W F G P I VM N LTV LDV RSNUPLHT CACGAATFVD L L L E
2901 GGTGCAGACCAAGGTGCCTGGCCTGGCTAATGGTGTGAAGTGTGGCAGCCCCGGCCAGCTGCAGGGCCGTAGCATCTTCGCACAGGACCTGCGGCTGTGC
777k V. Q T K V PG LANG GV K CG SPGAQLQG RS I FAQDILRTLSTC
3001 CTGGATGAGGTCCTCTCTTGGGACTGCTTTGGCCTTTCACTCTTGGCTGTGGCCGTGGGCATGGTGGTGCCTATACTGCACCATCTCTGCGGCTGGGACG
811 L D EV L SwWDJT CT FGULSULLAVAYVYGMVYV P I LHHLTGCSGWD
BamHI (3177)
3101 TCTGGTACTGTTTTCATCTGTGCCTGGCATGGCTACCTTTGCTGGCCCGCAGCCGACGCAGCGCCCAAGCTCTCCCCGGATCCTACCCCTATGATGTGCC
84¥V W Y C FH L CLAW L PLULARS S RRSAQALUPGSYPYDWVTEFP
Nhel (3214)
3201 AGACTACGCCTAAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGA
877k D Y A e

Hpal (3352)
3301 AATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAG

EcoRI (3448)
3401 GTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTAC
- -

3501 TTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAG

Sapl (3630) Sspl (3687)
3601 ATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAAT

Swal (3701)
3701 AATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACT

3801 TAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTG
4494 « N R T Y K L P I L E E I T
Sacl (3962)

3901 GTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGA
1264T K V L K G NM E | LV FCDZPAYDS I LETZRCMGT CT PSVV R I
4001 TGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTC
934 S RDV ED S Y PHIRVAV I TDFDZEKI QGNTSVASG I A | AE
4101 AGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTG
664 A C V TV RG | YA E I HV AS I I EGTU KTR R I AAGVHTHEKN

BbsI (4272)
Xmnl (4268)
4201 TCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAG
264D E Y LM T I K ETAV EV L ELDG QQS I NFTK M-
Asel (4334) Sacl (4391)
4301 TCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTITATCTGACGGTTCACTAAACGAGCTCTGC
-

Spel (4489)
4401 TTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAA
-

4501 CAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATG

SnaBI (4617)
4601 GTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGA

Ndel (4722)
4701 CGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCC

4801 TATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACG

Pacl (4908)

Sdal (4900) BspLUI11I (4918)
4901 CCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCC
-

5001 TGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGE

5101 TCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTT




5201

5301

5401

5501

5601

5701
5801

ApalLI (5232)
CGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCC

GGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCT

AACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAA

CCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGA

Eagl (5668)
Pacl (5648) Swal (5657) Notl (5667)
CGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTAC

ATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGC
AAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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