
125

 pUNO1-mTLR9-DN-HA
(5832 bp)

BsrS2

SV40 p(A)

(h) ßglobin p(A)

pMB1 ori

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom

mTLR9tirless::HA

SgfI (6)
PvuI (7)

Psp1406I (203)
HindIII (245)

Bsu36I (291)
NgoMIV (441)

AgeI (552)
NcoI (568)

Acc65I (648)

Tth111I (813)

XcmI (916)
XbaI (1040)
NgoMIV (1059)
BsrBI (1126)
BstEII (1136)

BbsI (1281)
ScaI (1310)

FspI (1576)

BsrBI (1697)

Acc65I (1803)

BstAPI (1890)
BamHI (1925)

NcoI (1999)

XmnI (2186)

XcmI (2444)
SfiI (2448)

Bsp120I (2808)
XbaI (2834)

BamHI (3177)
NheI (3214)

HpaI (3352)
EcoRI (3448)

SapI (3630)
SspI (3687)

SwaI (3701)

SacI (3962)

XmnI (4268)
BbsI (4272)
AseI (4334)
SacI (4391)

SpeI (4489)

SnaBI (4617)

NdeI (4722)

SdaI (4900)
PacI (4908)

BspLU11I (4918)

ApaLI (5232)

PacI (5648)
SwaI (5657)
NotI (5667)
EagI (5668)

16K04v40



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTAGGAGGGCCACCATGGTTCTCCGTCGAAGGACTCTGCACCCC

TTGTCCCTCCTGGTACAGGCTGCAGTGCTGGCTGAGACTCTGGCCCTGGGTACCCTGCCTGCCTTCCTACCCTGTGAGCTGAAGCCTCATGGCCTGGTGG

ACTGCAATTGGCTGTTCCTGAAGTCTGTACCCCGTTTCTCTGCGGCAGCATCCTGCTCCAACATCACCCGCCTCTCCTTGATCTCCAACCGTATCCACCA

CCTGCACAACTCCGACTTCGTCCACCTGTCCAACCTGCGGCAGCTGAACCTCAAGTGGAACTGTCCACCCACTGGCCTTAGCCCCCTGCACTTCTCTTGC

CACATGACCATTGAGCCCAGAACCTTCCTGGCTATGCGTACACTGGAGGAGCTGAACCTGAGCTATAATGGTATCACCACTGTGCCCCGACTGCCCAGCT

CCCTGGTGAATCTGAGCCTGAGCCACACCAACATCCTGGTTCTAGATGCTAACAGCCTCGCCGGCCTATACAGCCTGCGCGTTCTCTTCATGGACGGGAA

CTGCTACTACAAGAACCCCTGCACAGGAGCGGTGAAGGTGACCCCAGGCGCCCTCCTGGGCCTGAGCAATCTCACCCATCTGTCTCTGAAGTATAACAAC

CTCACAAAGGTGCCCCGCCAACTGCCCCCCAGCCTGGAGTACCTCCTGGTGTCCTATAACCTCATTGTCAAGCTGGGGCCTGAAGACCTGGCCAATCTGA

CCTCCCTTCGAGTACTTGATGTGGGTGGGAATTGCCGTCGCTGCGACCATGCCCCCAATCCCTGTATAGAATGTGGCCAAAAGTCCCTCCACCTGCACCC

TGAGACCTTCCATCACCTGAGCCATCTGGAAGGCCTGGTGCTGAAGGACAGCTCTCTCCATACACTGAACTCTTCCTGGTTCCAAGGTCTGGTCAACCTC

TCGGTGCTGGACCTAAGCGAGAACTTTCTCTATGAAAGCATCAACCACACCAATGCCTTTCAGAACCTAACCCGCCTGCGCAAGCTCAACCTGTCCTTCA

ATTACCGCAAGAAGGTATCCTTTGCCCGCCTCCACCTGGCAAGTTCCTTCAAGAACCTGGTGTCACTGCAGGAGCTGAACATGAACGGCATCTTCTTCCG

CTCGCTCAACAAGTACACGCTCAGATGGCTGGCCGATCTGCCCAAACTCCACACTCTGCATCTTCAAATGAACTTCATCAACCAGGCACAGCTCAGCATC

TTTGGTACCTTCCGAGCCCTTCGCTTTGTGGACTTGTCAGACAATCGCATCAGTGGGCCTTCAACGCTGTCAGAAGCCACCCCTGAAGAGGCAGATGATG

CAGAGCAGGAGGAGCTGTTGTCTGCGGATCCTCACCCAGCTCCACTGAGCACCCCTGCTTCTAAGAACTTCATGGACAGGTGTAAGAACTTCAAGTTCAC

CATGGACCTGTCTCGGAACAACCTGGTGACTATCAAGCCAGAGATGTTTGTCAATCTCTCACGCCTCCAGTGTCTTAGCCTGAGCCACAACTCCATTGCA

CAGGCTGTCAATGGCTCTCAGTTCCTGCCGCTGACTAATCTGCAGGTGCTGGACCTGTCCCATAACAAACTGGACTTGTACCACTGGAAATCGTTCAGTG

AGCTACCACAGTTGCAGGCCCTGGACCTGAGCTACAACAGCCAGCCCTTTAGCATGAAGGGTATAGGCCACAATTTCAGTTTTGTGGCCCATCTGTCCAT

GCTACACAGCCTTAGCCTGGCACACAATGACATTCATACCCGTGTGTCCTCACATCTCAACAGCAACTCAGTGAGGTTTCTTGACTTCAGCGGCAACGGT

ATGGGCCGCATGTGGGATGAGGGGGGCCTTTATCTCCATTTCTTCCAAGGCCTGAGTGGCCTGCTGAAGCTGGACCTGTCTCAAAATAACCTGCATATCC

 M   V   L   R   R   R   T   L   H   P  

 L   S   L   L   V   Q   A   A   V   L   A   E   T   L   A   L   G   T   L   P   A   F   L   P   C   E   L   K   P   H   G   L   V   

D   C   N   W   L   F   L   K   S   V   P   R   F   S   A   A   A   S   C   S   N   I   T   R   L   S   L   I   S   N   R   I   H   H

  L   H   N   S   D   F   V   H   L   S   N   L   R   Q   L   N   L   K   W   N   C   P   P   T   G   L   S   P   L   H   F   S   C  

 H   M   T   I   E   P   R   T   F   L   A   M   R   T   L   E   E   L   N   L   S   Y   N   G   I   T   T   V   P   R   L   P   S   

S   L   V   N   L   S   L   S   H   T   N   I   L   V   L   D   A   N   S   L   A   G   L   Y   S   L   R   V   L   F   M   D   G   N

  C   Y   Y   K   N   P   C   T   G   A   V   K   V   T   P   G   A   L   L   G   L   S   N   L   T   H   L   S   L   K   Y   N   N  

 L   T   K   V   P   R   Q   L   P   P   S   L   E   Y   L   L   V   S   Y   N   L   I   V   K   L   G   P   E   D   L   A   N   L   

T   S   L   R   V   L   D   V   G   G   N   C   R   R   C   D   H   A   P   N   P   C   I   E   C   G   Q   K   S   L   H   L   H   P

  E   T   F   H   H   L   S   H   L   E   G   L   V   L   K   D   S   S   L   H   T   L   N   S   S   W   F   Q   G   L   V   N   L  

 S   V   L   D   L   S   E   N   F   L   Y   E   S   I   N   H   T   N   A   F   Q   N   L   T   R   L   R   K   L   N   L   S   F   

N   Y   R   K   K   V   S   F   A   R   L   H   L   A   S   S   F   K   N   L   V   S   L   Q   E   L   N   M   N   G   I   F   F   R

  S   L   N   K   Y   T   L   R   W   L   A   D   L   P   K   L   H   T   L   H   L   Q   M   N   F   I   N   Q   A   Q   L   S   I  

 F   G   T   F   R   A   L   R   F   V   D   L   S   D   N   R   I   S   G   P   S   T   L   S   E   A   T   P   E   E   A   D   D   

A   E   Q   E   E   L   L   S   A   D   P   H   P   A   P   L   S   T   P   A   S   K   N   F   M   D   R   C   K   N   F   K   F   T

  M   D   L   S   R   N   N   L   V   T   I   K   P   E   M   F   V   N   L   S   R   L   Q   C   L   S   L   S   H   N   S   I   A  

 Q   A   V   N   G   S   Q   F   L   P   L   T   N   L   Q   V   L   D   L   S   H   N   K   L   D   L   Y   H   W   K   S   F   S   

E   L   P   Q   L   Q   A   L   D   L   S   Y   N   S   Q   P   F   S   M   K   G   I   G   H   N   F   S   F   V   A   H   L   S   M

  L   H   S   L   S   L   A   H   N   D   I   H   T   R   V   S   S   H   L   N   S   N   S   V   R   F   L   D   F   S   G   N   G  

 M   G   R   M   W   D   E   G   G   L   Y   L   H   F   F   Q   G   L   S   G   L   L   K   L   D   L   S   Q   N   N   L   H   I   

L   R   P   Q   N   L   D   N   L   P   K   S   L   K   L   L   S   L   R   D   N   Y   L   S   F   F   N   W   T   S   L   S   F   L

  P   N   L   E   V   L   D   L   A   G   N   Q   L   K   A   L   T   N   G   T   L   P   N   G   T   L   L   Q   K   L   D   V   S  

 S   N   S   I   V   S   V   V   P   A   F   F   A   L   A   V   E   L   K   E   V   N   L   S   H   N   I   L   K   T   V   D   R   

S   W   F   G   P   I   V   M   N   L   T   V   L   D   V   R   S   N   P   L   H   C   A   C   G   A   A   F   V   D   L   L   L   E

  V   Q   T   K   V   P   G   L   A   N   G   V   K   C   G   S   P   G   Q   L   Q   G   R   S   I   F   A   Q   D   L   R   L   C  

 L   D   E   V   L   S   W   D   C   F   G   L   S   L   L   A   V   A   V   G   M   V   V   P   I   L   H   H   L   C   G   W   D   

V   W   Y   C   F   H   L   C   L   A   W   L   P   L   L   A   R   S   R   R   S   A   Q   A   L   P   G   S   Y   P   Y   D   V   P

  D   Y   A   •  

SgfI (6)
PvuI (7)

Psp1406I (203) HindIII (245) Bsu36I (291)

NgoMIV (441)

AgeI (552) NcoI (568)

Acc65I (648)

Tth111I (813)

XcmI (916)

XbaI (1040) NgoMIV (1059)

BsrBI (1126) BstEII (1136)

BbsI (1281)

ScaI (1310)

FspI (1576)

BsrBI (1697)

Acc65I (1803) BstAPI (1890)

BamHI (1925) NcoI (1999)

XmnI (2186)

XcmI (2444)
SfiI (2448)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

1

11

44

77

111

144

177

211

244

277

311

344

377

411

444

477

511

544

577

611



TCCGGCCCCAGAACCTTGACAACCTCCCCAAGAGCCTGAAGCTGCTGAGCCTCCGAGACAACTACCTATCTTTCTTTAACTGGACCAGTCTGTCCTTCCT

GCCCAACCTGGAAGTCCTAGACCTGGCAGGCAACCAGCTAAAGGCCCTGACCAATGGCACCCTGCCTAATGGCACCCTCCTCCAGAAACTGGATGTCAGC

AGCAACAGTATCGTCTCTGTGGTCCCAGCCTTCTTCGCTCTGGCGGTCGAGCTGAAAGAGGTCAACCTCAGCCACAACATTCTCAAGACGGTGGATCGCT

CCTGGTTTGGGCCCATTGTGATGAACCTGACAGTTCTAGACGTGAGAAGCAACCCTCTGCACTGTGCCTGTGGGGCAGCCTTCGTAGACTTACTGTTGGA

GGTGCAGACCAAGGTGCCTGGCCTGGCTAATGGTGTGAAGTGTGGCAGCCCCGGCCAGCTGCAGGGCCGTAGCATCTTCGCACAGGACCTGCGGCTGTGC

CTGGATGAGGTCCTCTCTTGGGACTGCTTTGGCCTTTCACTCTTGGCTGTGGCCGTGGGCATGGTGGTGCCTATACTGCACCATCTCTGCGGCTGGGACG

TCTGGTACTGTTTTCATCTGTGCCTGGCATGGCTACCTTTGCTGGCCCGCAGCCGACGCAGCGCCCAAGCTCTCCCCGGATCCTACCCCTATGATGTGCC

AGACTACGCCTAAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGA

AATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAG

GTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTAC

TTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAG

ATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAAT

AATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACT

TAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTG

GTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGA

TGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTC

AGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTG

TCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAG

TCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGC

TTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAA

CAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATG

GTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGA

CGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCC

TATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACG

CCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCC

TGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGC

TCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTT

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   

T   K   V   L   K   G   N   M   E   I   L   V   F   C   D   P   A   Y   D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I

  S   R   D   V   E   D   S   Y   P   H   R   V   A   V   I   T   D   F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E  

 A   C   V   T   V   R   G   I   Y   A   E   I   H   V   A   S   I   I   E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   

D   E   Y   L   M   T   I   K   E   T   A   V   E   V   L   E   L   D   Q   Q   S   I   N   F   T   K   M  

 M   V   L   R   R   R   T   L   H   P  

 L   S   L   L   V   Q   A   A   V   L   A   E   T   L   A   L   G   T   L   P   A   F   L   P   C   E   L   K   P   H   G   L   V   

D   C   N   W   L   F   L   K   S   V   P   R   F   S   A   A   A   S   C   S   N   I   T   R   L   S   L   I   S   N   R   I   H   H

  L   H   N   S   D   F   V   H   L   S   N   L   R   Q   L   N   L   K   W   N   C   P   P   T   G   L   S   P   L   H   F   S   C  

 H   M   T   I   E   P   R   T   F   L   A   M   R   T   L   E   E   L   N   L   S   Y   N   G   I   T   T   V   P   R   L   P   S   

S   L   V   N   L   S   L   S   H   T   N   I   L   V   L   D   A   N   S   L   A   G   L   Y   S   L   R   V   L   F   M   D   G   N

  C   Y   Y   K   N   P   C   T   G   A   V   K   V   T   P   G   A   L   L   G   L   S   N   L   T   H   L   S   L   K   Y   N   N  

 L   T   K   V   P   R   Q   L   P   P   S   L   E   Y   L   L   V   S   Y   N   L   I   V   K   L   G   P   E   D   L   A   N   L   

T   S   L   R   V   L   D   V   G   G   N   C   R   R   C   D   H   A   P   N   P   C   I   E   C   G   Q   K   S   L   H   L   H   P

  E   T   F   H   H   L   S   H   L   E   G   L   V   L   K   D   S   S   L   H   T   L   N   S   S   W   F   Q   G   L   V   N   L  

 S   V   L   D   L   S   E   N   F   L   Y   E   S   I   N   H   T   N   A   F   Q   N   L   T   R   L   R   K   L   N   L   S   F   

N   Y   R   K   K   V   S   F   A   R   L   H   L   A   S   S   F   K   N   L   V   S   L   Q   E   L   N   M   N   G   I   F   F   R

  S   L   N   K   Y   T   L   R   W   L   A   D   L   P   K   L   H   T   L   H   L   Q   M   N   F   I   N   Q   A   Q   L   S   I  

 F   G   T   F   R   A   L   R   F   V   D   L   S   D   N   R   I   S   G   P   S   T   L   S   E   A   T   P   E   E   A   D   D   

A   E   Q   E   E   L   L   S   A   D   P   H   P   A   P   L   S   T   P   A   S   K   N   F   M   D   R   C   K   N   F   K   F   T

  M   D   L   S   R   N   N   L   V   T   I   K   P   E   M   F   V   N   L   S   R   L   Q   C   L   S   L   S   H   N   S   I   A  

 Q   A   V   N   G   S   Q   F   L   P   L   T   N   L   Q   V   L   D   L   S   H   N   K   L   D   L   Y   H   W   K   S   F   S   

E   L   P   Q   L   Q   A   L   D   L   S   Y   N   S   Q   P   F   S   M   K   G   I   G   H   N   F   S   F   V   A   H   L   S   M

  L   H   S   L   S   L   A   H   N   D   I   H   T   R   V   S   S   H   L   N   S   N   S   V   R   F   L   D   F   S   G   N   G  

 M   G   R   M   W   D   E   G   G   L   Y   L   H   F   F   Q   G   L   S   G   L   L   K   L   D   L   S   Q   N   N   L   H   I   

L   R   P   Q   N   L   D   N   L   P   K   S   L   K   L   L   S   L   R   D   N   Y   L   S   F   F   N   W   T   S   L   S   F   L

  P   N   L   E   V   L   D   L   A   G   N   Q   L   K   A   L   T   N   G   T   L   P   N   G   T   L   L   Q   K   L   D   V   S  

 S   N   S   I   V   S   V   V   P   A   F   F   A   L   A   V   E   L   K   E   V   N   L   S   H   N   I   L   K   T   V   D   R   

S   W   F   G   P   I   V   M   N   L   T   V   L   D   V   R   S   N   P   L   H   C   A   C   G   A   A   F   V   D   L   L   L   E

  V   Q   T   K   V   P   G   L   A   N   G   V   K   C   G   S   P   G   Q   L   Q   G   R   S   I   F   A   Q   D   L   R   L   C  

 L   D   E   V   L   S   W   D   C   F   G   L   S   L   L   A   V   A   V   G   M   V   V   P   I   L   H   H   L   C   G   W   D   

V   W   Y   C   F   H   L   C   L   A   W   L   P   L   L   A   R   S   R   R   S   A   Q   A   L   P   G   S   Y   P   Y   D   V   P

  D   Y   A   •  

Bsp120I (2808) XbaI (2834)

BamHI (3177)

NheI (3214)

HpaI (3352)

EcoRI (3448)

SapI (3630) SspI (3687)

SwaI (3701)

SacI (3962)

XmnI (4268)
BbsI (4272)

AseI (4334) SacI (4391)

SpeI (4489)

SnaBI (4617)

NdeI (4722)

SdaI (4900)
PacI (4908)

BspLU11I (4918)

2501

2601

2701

2801

2901

3001

3101

3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201

4301

4401

4501

4601

4701

4801

4901

5001

5101

141

126

93

60

26

611

644

677

711

744

777

811

844

877



CGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCC

GGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCT

AACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAA

CCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGA

CGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTAC

ATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGC
AAGTGCAGGTGCCAGAACATTTCTCTATCGAA

ApaLI (5232)

PacI (5648) SwaI (5657) NotI (5667)
EagI (5668)

5201

5301

5401

5501

5601

5701
5801
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