
125

 pUNO1-mTLR8
(6307 bp)

BsrS2

SV40 p(A)

(h) ßglobin p(A)

pMB1 ori

hCMV enh

hCMV prom

EM7

hEF1-HTLV prom

mTLR8 (CD288)

SgfI (6)
PvuI (7)

Psp1406I (203)
PvuII (239)

NgoMIV (441)
KasI (535)

AgeI (552)
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ClaI (843)

BspHI (1255)
BglII (1307)
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AseI (1623)

BbrPI (1932)
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EcoRV (2058)

XbaI (2207)

ApaLI (2757)
BbrPI (2870)

Bsp119I (2890)
BstBI (2890)

BspHI (2983)
BglII (2993)

PstI (3022)
PvuII (3025)NcoI (3061)

XcmI (3061)
BspLU11I (3124)

NsiI (3211)
BamHI (3308)

ScaI (3496)
BsrGI (3640)

SpeI (3664)
NheI (3689)

MscI (3695)
HpaI (3827)

SapI (4105)
SwaI (4176)

EcoO109I (4237)

StuI (4601)

AseI (4809)

SpeI (4964)

SnaBI (5092)

NdeI (5197)

SdaI (5375)
PstI (5376)
PacI (5383)

BspLU11I (5393)

ApaLI (5707)

PacI (6123)
SwaI (6132)

NotI (6142)
EagI (6143)

14A23v35



GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTAGGAGGGCCACCATGGAAAACATGCCCCCTCAGTCATGGATT

CTGACGTGCTTTTGTCTGCTGTCCTCTGGAACCAGTGCCATCTTCCATAAAGCGAACTATTCCAGAAGCTATCCTTGTGACGAGATAAGGCACAACTCCC

TTGTGATTGCAGAATGCAACCATCGTCAACTGCATGAAGTTCCCCAAACTATAGGCAAGTATGTGACAAACATAGACTTGTCAGACAATGCCATTACACA

TATAACGAAAGAGTCCTTTCAAAAGCTGCAAAACCTCACTAAAATCGATCTGAACCACAATGCCAAACAACAGCACCCAAATGAAAATAAAAATGGTATG

AATATTACAGAAGGGGCACTTCTCAGCCTAAGAAATCTAACAGTTTTACTGCTGGAAGACAACCAGTTATATACTATACCTGCTGGGTTGCCTGAGTCTT

TGAAAGAACTTAGCCTAATTCAAAACAATATATTTCAGGTAACTAAAAACAACACTTTTGGGCTTAGGAACTTGGAAAGACTCTATTTGGGCTGGAACTG

CTATTTTAAATGTAATCAAACCTTTAAGGTAGAAGATGGGGCATTTAAAAATCTTATACACTTGAAGGTACTCTCATTATCTTTCAATAACCTTTTCTAT

GTGCCCCCCAAACTACCAAGTTCTCTAAGGAAACTTTTTCTGAGTAATGCCAAAATCATGAACATCACTCAGGAAGACTTCAAAGGACTGGAAAATTTAA

CATTACTAGATCTGAGTGGAAACTGTCCAAGGTGTTACAATGCTCCATTTCCTTGCACACCTTGCAAGGAAAACTCATCCATCCACATACATCCTCTGGC

TTTTCAAAGTCTCACCCAACTTCTCTATCTAAACCTTTCCAGCACTTCCCTCAGGACGATTCCTTCTACCTGGTTTGAAAATCTGTCAAATCTGAAGGAA

CTCCATCTTGAATTCAACTATTTAGTTCAAGAAATTGCCTCGGGGGCATTTTTAACAAAACTACCCAGTTTACAAATCCTTGATTTGTCCTTCAACTTTC

AATATAAGGAATATTTACAATTTATTAATATTTCCTCAAATTTCTCTAAGCTTCGTTCTCTCAAGAAGTTGCACTTAAGAGGCTATGTGTTCCGAGAACT

TAAAAAGAAGCATTTCGAGCATCTCCAGAGTCTTCCAAACTTGGCAACCATCAACTTGGGCATTAACTTTATTGAGAAAATTGATTTCAAAGCTTTCCAG

AATTTTTCCAAACTCGACGTTATCTATTTATCAGGAAATCGCATAGCATCTGTATTAGATGGTACAGATTATTCCTCTTGGCGAAATCGTCTTCGGAAAC

CTCTCTCAACAGACGATGATGAGTTTGATCCACACGTGAATTTTTACCATAGCACCAAACCTTTAATAAAGCCACAGTGTACTGCTTATGGCAAGGCCTT

GGATTTAAGTTTGAACAATATTTTCATTATTGGGAAAAGCCAATTTGAAGGTTTTCAGGATATCGCCTGCTTAAATCTGTCCTTCAATGCCAATACTCAA

GTGTTTAATGGCACAGAATTCTCCTCCATGCCCCACATTAAATATTTGGATTTAACCAACAACAGACTAGACTTTGATGATAACAATGCTTTCAGTGATC

TTCACGATCTAGAAGTGCTGGACCTGAGCCACAATGCACACTATTTCAGTATAGCAGGGGTAACGCACCGTCTAGGATTTATCCAGAACTTAATAAACCT

CAGGGTGTTAAACCTGAGCCACAATGGCATTTACACCCTCACAGAGGAAAGTGAGCTGAAAAGCATCTCACTGAAAGAATTGGTTTTCAGTGGAAATCGT

CTTGACCGTTTGTGGAATGCAAATGATGGCAAATACTGGTCCATTTTTAAAAGTCTCCAGAATTTGATACGCCTGGACTTATCATACAATAACCTTCAAC

AAATCCCAAATGGAGCATTCCTCAATTTGCCTCAGAGCCTCCAAGAGTTACTTATCAGTGGTAACAAATTACGTTTCTTTAATTGGACATTACTCCAGTA

TTTTCCTCACCTTCACTTGCTGGATTTATCGAGAAATGAGCTGTATTTTCTACCCAATTGCCTATCTAAGTTTGCACATTCCCTGGAGACACTGCTACTG

AGCCATAATCATTTCTCTCACCTACCCTCTGGCTTCCTCTCCGAAGCCAGGAATCTGGTGCACCTGGATCTAAGTTTCAACACAATAAAGATGATCAATA

AATCCTCCCTGCAAACCAAGATGAAAACGAACTTGTCTATTCTGGAGCTACATGGGAACTATTTTGACTGCACGTGTGACATAAGTGATTTTCGAAGCTG

GCTAGATGAAAATCTGAATATCACAATTCCTAAATTGGTAAATGTTATATGTTCCAATCCTGGGGATCAAAAATCAAAGAGTATCATGAGCCTAGATCTC

 M  E   N  M  P   P   Q  S   W  I  

 L   T   C   F   C   L   L   S   S   G  T   S   A   I   F   H  K  A   N  Y   S   R   S   Y   P   C   D  E   I   R   H  N  S   

L   V  I   A   E   C   N  H  R   Q  L   H  E   V  P   Q  T   I   G  K  Y   V  T   N  I   D  L   S   D  N  A   I   T   H

  I   T   K  E   S   F   Q  K  L   Q  N  L   T   K  I   D  L   N  H  N  A   K  Q  Q  H  P   N  E   N  K  N  G  M 

 N  I   T   E   G  A   L   L   S   L   R   N  L   T   V  L   L   L   E   D  N  Q  L   Y   T  I   P   A   G  L   P   E   S   

L   K  E   L   S   L   I   Q  N  N  I   F   Q  V  T   K  N  N  T   F   G  L   R   N  L   E   R   L   Y   L   G  W  N  C

  Y   F   K  C  N  Q  T   F   K  V  E   D  G  A   F   K  N  L   I   H  L   K  V  L   S   L   S   F   N  N  L   F   Y  

 V  P   P   K  L   P   S   S   L   R   K  L   F   L   S   N  A   K  I   M  N  I   T   Q  E   D  F   K  G  L   E   N  L   

T   L   L   D  L   S   G  N  C  P   R   C   Y   N  A   P   F   P   C   T   P   C   K  E   N  S  S   I   H  I   H  P   L   A

  F   Q  S   L   T   Q  L   L   Y   L   N  L   S   S   T   S   L   R   T   I   P   S   T   W  F   E   N  L   S   N  L   K  E  

 L   H  L   E   F   N  Y   L   V  Q  E   I   A   S   G  A   F   L   T   K  L   P   S   L   Q  I   L   D  L   S   F   N  F   

Q  Y   K  E   Y   L   Q  F   I   N  I   S   S   N  F   S   K  L   R   S   L   K  K  L   H  L   R   G  Y   V  F   R   E   L

  K  K  K  H  F   E   H  L   Q  S   L   P   N  L   A   T   I   N  L   G  I   N  F   I   E   K  I   D  F   K  A   F   Q 

 N  F   S   K  L   D  V  I   Y   L   S   G  N  R   I   A   S   V  L   D  G  T   D  Y   S   S   W  R   N  R   L   R   K  

P   L   S   T   D  D  D  E   F   D  P   H  V  N  F   Y   H  S   T   K  P   L   I   K  P   Q  C  T   A   Y   G  K  A   L

  D  L   S   L   N  N  I   F   I   I   G  K  S   Q  F   E   G  F   Q  D  I   A   C  L   N  L   S   F   N  A   N  T   Q 

 V  F   N  G  T   E   F   S   S   M  P   H  I   K  Y   L   D  L   T   N  N  R   L   D  F   D  D  N  N  A   F   S   D  

L   H  D  L   E   V  L   D  L   S   H  N  A   H  Y   F   S   I   A   G  V  T   H  R   L   G  F   I   Q  N  L   I   N  L

  R   V  L   N  L   S   H  N  G  I   Y   T   L   T   E   E   S   E   L   K  S   I   S   L   K  E   L   V  F   S   G  N  R  

 L   D  R   L   W  N  A   N  D  G  K  Y   W  S   I   F   K  S   L   Q  N  L   I   R   L   D  L   S   Y   N  N  L   Q  

Q  I   P   N  G  A   F   L   N  L   P   Q  S   L   Q  E   L   L   I   S   G  N  K  L   R   F   F   N  W  T   L   L   Q  Y

  F   P   H  L   H  L   L   D  L   S   R   N  E   L   Y   F   L   P   N  C  L   S   K  F   A   H  S   L   E   T   L   L   L  

 S   H  N  H  F   S   H  L   P   S   G  F   L   S   E   A   R   N  L   V  H  L   D  L   S   F   N  T   I   K  M  I   N  

K  S   S   L   Q  T   K  M  K  T   N  L   S   I   L   E   L   H  G  N  Y   F   D  C  T   C  D  I   S   D  F   R   S   W

  L   D  E   N  L   N  I   T   I   P   K  L   V  N  V  I   C   S   N  P   G  D  Q  K  S   K  S   I   M  S   L   D  L  

SgfI (6)
PvuI (7)

Psp1406I (203) PvuII (239)

NgoMIV (441)

KasI (535) AgeI (552) NcoI (568)

ClaI (843)

BspHI (1255)

BglII (1307) BstAPI (1354)

AseI (1623)

BbrPI (1932) StuI (1993)

EcoRV (2058)

XbaI (2207)

ApaLI (2757)

BbrPI (2870) Bsp119I (2890)
BstBI (2890)

BspHI (2983) BglII (2993)

1

101

201

301

401

501

601

701

801

901

1001

1101

1201

1301

1401

1501

1601

1701

1801

1901

2001

2101

2201

2301

2401

2501

2601

2701

2801

2901

1

11

44

77

111

144

177

211

244

277

311

344

377

411

444

477

511

544

577

611

644

677

711

744

777



ACGACTTGTGTATCGGATACCACTGCAGCTGTCCTGTTTTTCCTCACATTCCTTACCACCTCCATGGTTATGTTGGCTGCTCTGGTTCACCACCTGTTTT

ACTGGGATGTTTGGTTTATCTATCACATGTGCTCTGCTAAGTTAAAAGGCTACAGGACTTCATCCACATCCCAAACTTTCTATGATGCTTATATTTCTTA

TGACACCAAAGATGCATCTGTTACTGACTGGGTAATCAATGAACTGCGCTACCACCTTGAAGAGAGTGAAGACAAAAGTGTCCTCCTTTGTTTAGAGGAG

AGGGATTGGGATCCAGGATTACCCATCATTGATAACCTCATGCAGAGCATAAACCAGAGCAAGAAAACAATCTTTGTTTTAACCAAGAAATATGCCAAGA

GCTGGAACTTTAAAACAGCTTTCTACTTGGCCTTGCAGAGGCTAATGGATGAGAACATGGATGTGATTATTTTCATCCTCCTGGAACCAGTGTTACAGTA

CTCACAGTACCTGAGGCTTCGGCAGAGGATCTGTAAGAGCTCCATCCTCCAGTGGCCCAACAATCCCAAAGCAGAAAACTTGTTTTGGCAAAGTCTGAAA

AATGTGGTCTTGACTGAAAATGATTCACGGTATGACGATTTGTACATTGATTCCATTAGGCAATACTAGTGATGGGAAGTCACGACTCTGCTAGCTGGCC

AGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTT

GTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGT

AAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAAT

AAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTG

AACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAA

AATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAG

AAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCT

CAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTA

GGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATG

TAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCT

CAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACT

ATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACG

CCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGG

TGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGA

TGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCAT

ATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATAC

GTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTG

AGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGC

TCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTA

CCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCT

GGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTG

GCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAG

 •  N  R   T   Y   K  L   P   I   L   E   E   I   T   T   K  V  L   K  G  N  M  E

  I   L   V  F   C   D  P   A   Y   D  S   I   L   E   R   C   M  G  C  P   S   V  V  R   I   S   R   D  V  E   D  S   Y  

 P   H  R   V  A   V  I   T   D  F   D  K  Q  G  N  S   V  A   S   G  I   A   I   A   E   A   C  V  T   V  R   G  I   

Y   A   E   I   H  V  A   S   I   I   E   G  T   K  T   R   I   A   A   G  V  H  H  K  N  D  E   Y   L   M  T   I   K  E

  T   A   V  E   V  L   E   L   D  Q  Q  S   I   N  F   T   K  M 

 T   T   C  V  S   D  T   T   A   A   V  L   F   F   L   T   F   L   T   T   S   M  V  M  L   A   A   L   V  H  H  L   F   

Y   W  D  V  W  F   I   Y   H  M  C  S   A   K  L   K  G  Y   R   T   S   S   T   S   Q  T   F   Y   D  A   Y   I   S   Y

  D  T   K  D  A   S   V  T   D  W  V  I   N  E   L   R   Y   H  L   E   E   S   E   D  K  S   V  L   L   C   L   E   E  

 R   D  W  D  P   G  L   P   I   I   D  N  L   M  Q  S   I   N  Q  S   K  K  T   I   F   V  L   T   K  K  Y   A   K  

S   W  N  F   K  T   A   F   Y   L   A   L   Q  R   L   M  D  E   N  M  D  V  I   I   F   I   L   L   E   P   V  L   Q  Y

  S   Q  Y   L   R   L   R   Q  R   I   C   K  S   S   I   L   Q  W  P   N  N  P   K  A   E   N  L   F   W  Q  S   L   K 

 N  V  V  L   T   E   N  D  S   R   Y   D  D  L   Y   I   D  S   I   R   Q  Y   • 

PstI (3022)
PvuII (3025)

NcoI (3061)
XcmI (3061)

BspLU11I (3124)

NsiI (3211)

BamHI (3308)

ScaI (3496)

BsrGI (3640) SpeI (3664) NheI (3689)
MscI (3695)

HpaI (3827)

SapI (4105) SwaI (4176)

EcoO109I (4237)

StuI (4601)

AseI (4809)

SpeI (4964)

SnaBI (5092)

NdeI (5197)

SdaI (5375)
PstI (5376)

PacI (5383)

BspLU11I (5393)

ApaLI (5707)

3001

3101

3201

3301

3401

3501

3601

3701

3801

3901

4001

4101

4201

4301

4401

4501

4601

4701

4801

4901

5001

5101

5201

5301

5401

5501

5601

5701

5801

141

118

85

51

18

811

844

877

911

944

977

1011



TATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTT

TGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGT

TAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGA

ATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTC
TATCGAA

PacI (6123) SwaI (6132) NotI (6142)
EagI (6143)

5901

6001

6101

6201
6301


	Map
	Sequence

