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Pvul (7)
Sefl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp14061 (203) Pvull (239)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Kasl (535) Agel (552) Ncol (568)
501 CTGAGATCACCGGTAGGAGGGCCACCATGGAAAACATGCCCCCTCAGTCATGGATT
. 1M E NM P P Q S W I
601 CTGACGTGCTTTTGTCTGCTGTCCTCTGGAACCAGTGCCATCTTCCATAAAGCGAACTATTCCAGAAGCTATCCTTGTGACGAGATAAGGCACAACTCCC
11 L T C F C L L S S G T S A |l FHKANYSRSYU®PCDTETI RHNS
701 TTGTGATTGCAGAATGCAACCATCGTCAACTGCATGAAGTTCCCCAAACTATAGGCAAGTATGTGACAAACATAGACTTGTCAGACAATGCCATTACACA
44 L V | A E C NHURQLHEVPQTI GKY VTNIDLSIDNAI TMH

Clal (843)
801 TATAACGAAAGAGTCCTTTCAAAAGCTGCAAAACCTCACTAAAATCGATCTGAACCACAATGCCAAACAACAGCACCCAAATGAAAATAAAAATGGTATG
77 I T K E S F Q K L Q NL TIK 1 DL NW HNAIKI QQHZPNENIZKNGWM
901 AATATTACAGAAGGGGCACTTCTCAGCCTAAGAAATCTAACAGTTTTACTGCTGGAAGACAACCAGTTATATACTATACCTGCTGGGTTGCCTGAGTCTT
111 N I T E G A L L S L R NL TV LLULEWUDNQLY TI PAGTL P E S
1001 TGAAAGAACTTAGCCTAATTCAAAACAATATATTTCAGGTAACTAAAAACAACACTTTTGGGCTTAGGAACTTGGAAAGACTCTATTTGGGCTGGAACTG
144 L K E L S L I Q NN I FQVTIKNNTTFSGLI RNILTEIR RTILYLGWNSTC
1101 CTATTTTAAATGTAATCAAACCTTTAAGGTAGAAGATGGGGCATTTAAAAATCTTATACACTTGAAGGTACTCTCATTATCTTTCAATAACCTTTTCTAT
177 Y F K C N Q T F KV EDGATFKNUL I HLKUVLSLSTFNNLFY
BspHI (1255)
1201 GTGCCCCCCAAACTACCAAGTTCTCTAAGGAAACTTTTTCTGAGTAATGCCAAAATCATGAACATCACTCAGGAAGACTTCAAAGGACTGGAAAATTTAA
211 V P P K L P S S L R K L F L SNAIKI MNI TAQEUDTFIKGTULE NIL
BglIl (1307) BstAPI (1354)
1301 CATTACTAGATCTGAGTGGAAACTGTCCAAGGTGTTACAATGCTCCATTTCCTTGCACACCTTGCAAGGAAAACTCATCCATCCACATACATCCTCTGGC
244 T L L D L S G N CPR CYNAPT FU®PTCTU®PTZ CIKTENSISI1T HI1 HPILA
1401 TTTTCAAAGTCTCACCCAACTTCTCTATCTAAACCTTTCCAGCACTTCCCTCAGGACGATTCCTTCTACCTGGTTTGAAAATCTGTCAAATCTGAAGGAA
277  F Q S L T QL LY LNWLSSTSULRTI P S TWTFTENLSNIL K E
1501 CTCCATCTTGAATTCAACTATTTAGTTCAAGAAATTGCCTCGGGGGCATTTTTAACAAAACTACCCAGTTTACAAATCCTTGATTTGTCCTTCAACTTTC
311 L H L E F N Y L VQ E I A S GA F L TKULWPSULOQI L DL S F NF
Asel (1623)

1601 AATATAAGGAATATTTACAATTTATTAATATTTCCTCAAATTTCTCTAAGCTTCGTTCTCTCAAGAAGTTGCACTTAAGAGGCTATGTGTTCCGAGAACT
344kQ Y K E Y L Q F I NI S S NF S KL R S L KJIKWLHLI RGY VF RE'L
1701 TAAAAAGAAGCATTTCGAGCATCTCCAGAGTCTTCCAAACTTGGCAACCATCAACTTGGGCATTAACTTTATTGAGAAAATTGATTTCAAAGCTTTCCAG
377 K K K HF EHLQSLU®PNLATI I NWLGTI NTF 1 EK I DFKATF Q
1801 AATTTTTCCAAACTCGACGTTATCTATTTATCAGGAAATCGCATAGCATCTGTATTAGATGGTACAGATTATTCCTCTTGGCGAAATCGTCTTCGGAAAC
411 N F S K L D V I Y L S G NR I A SV LDGTWDY S SWHZ RNIZ RTLRK

BbrPI (1932) Stul (1993)
1901 CTCTCTCAACAGACGATGATGAGTTTGATCCACACGTGAATTTTTACCATAGCACCAAACCTTTAATAAAGCCACAGTGTACTGCTTATGGCAAGGCCTT
444¥p L S T D D D E F DP HVNTFYHSTIKW®PTLI KPQCTAYGKAL

EcoRYV (2058)
2001 GGATTTAAGTTTGAACAATATTTTCATTATTGGGAAAAGCCAATTTGAAGGTTTTCAGGATATCGCCTGCTTAAATCTGTCCTTCAATGCCAATACTCAA
477 D L S L NN I F I 1 G K S Q F E GF QDI ACLNLIST FNANTNA Q
2101 GTGTTTAATGGCACAGAATTCTCCTCCATGCCCCACATTAAATATTTGGATTTAACCAACAACAGACTAGACTTTGATGATAACAATGCTTTCAGTGATC
511 V. F N G T E F S S M P H I K Y L DL TNNUZRLUDTFDUDNNATF S D
Xbal (2207)
2201 TTCACGATCTAGAAGTGCTGGACCTGAGCCACAATGCACACTATTTCAGTATAGCAGGGGTAACGCACCGTCTAGGATTTATCCAGAACTTAATAAACCT
544kL H D L E VL DL S HNAMHYF S I A GV THU RILTGTF Il QNUL I NWL
2301 CAGGGTGTTAAACCTGAGCCACAATGGCATTTACACCCTCACAGAGGAAAGTGAGCTGAAAAGCATCTCACTGAAAGAATTGGTTTTCAGTGGAAATCGT
577/ R VL N L S H NG I Y T L T EE S EL K S I SL KZETULVF S G NR
2401 CTTGACCGTTTGTGGAATGCAAATGATGGCAAATACTGGTCCATTTTTAAAAGTCTCCAGAATTTGATACGCCTGGACTTATCATACAATAACCTTCAAC
611 L D R L W N A ND G K Y WS I F K S L QNJL1I RLDTLSYNNWLAQ
2501 AAATCCCAAATGGAGCATTCCTCAATTTGCCTCAGAGCCTCCAAGAGTTACTTATCAGTGGTAACAAATTACGTTTCTTTAATTGGACATTACTCCAGTA
644 Q I P N G A F L NL P QS L QE L L I SGNJZ KWL RTFTFNWTILTILI QY
2601 TTTTCCTCACCTTCACTTGCTGGATTTATCGAGAAATGAGCTGTATTTTCTACCCAATTGCCTATCTAAGTTTGCACATTCCCTGGAGACACTGCTACTG
677 F P H L HL L DL S RNZETILYT FULUPNT CLS S KT FAHSILTETTILTLL
ApaLl (2757)

2701 AGCCATAATCATTTCTCTCACCTACCCTCTGGCTTCCTCTCCGAAGCCAGGAATCTGGTGCACCTGGATCTAAGTTTCAACACAATAAAGATGATCAATA

711 S H N H F S HL P S G F L SEARNLVHLIDTLSTENTI KM N
BstBI (2890)
BbrPI (2870) Bsp1191 (2890)

2801 AATCCTCCCTGCAAACCAAGATGAAAACGAACTTGTCTATTCTGGAGCTACATGGGAACTATTTTGACTGCACGTGTGACATAAGTGATTTTCGAAGCTG
744 K 'S S L Q T KM K T NULS 1 L ELHGNYT FODT CTT CDTI SDTFTR RS W
BspHI (2983) BgllI (2993)
2901 GCTAGATGAAAATCTGAATATCACAATTCCTAAATTGGTAAATGTTATATGTTCCAATCCTGGGGATCAAAAATCAAAGAGTATCATGAGCCTAGATCTC
777 L D E N L N1T T I P KLVNVI CSNZPGDI QIKSZIKS I MSLDIL




Pvull (3025) Xceml (3061)
Pstl (3022) Ncol (3061)
3001 ACGACTTGTGTATCGGATACCACTGCAGCTGTCCTGTTTTTCCTCACATTCCTTACCACCTCCATGGTTATGTTGGCTGCTCTGGTTCACCACCTGTTTT
811 T T C VS D T T A AV L F F L TFLTTSMVMILAAL V HUHILF
BspLUI11I (3124)
3101 ACTGGGATGTTTGGTTTATCTATCACATGTGCTCTGCTAAGTTAAAAGGCTACAGGACTTCATCCACATCCCAAACTTTCTATGATGCTTATATTTCTTA
844rY W D V W F I Y HM C S A KL KGYRTSSTSQTTF Y DAY |l SY
Nsil (3211)
3201 TGACACCAAAGATGCATCTGTTACTGACTGGGTAATCAATGAACTGCGCTACCACCTTGAAGAGAGTGAAGACAAAAGTGTCCTCCTTTGTTTAGAGGAG
877k D T K DA SV T DWV I NEILRYHLTETESTEHUDIKSVLLTCTLEE
BamHI (3308)
3301 AGGGATTGGGATCCAGGATTACCCATCATTGATAACCTCATGCAGAGCATAAACCAGAGCAAGAAAACAATCTTTGTTTTAACCAAGAAATATGCCAAGA
911 R D W D P G L P I I D NL M Q S I NQS KK T I F VL TZI KK Y A K

Scal (3496)

3401 GCTGGAACTTTAAAACAGCTTTCTACTTGGCCTTGCAGAGGCTAATGGATGAGAACATGGATGTGATTATTTTCATCCTCCTGGAACCAGTGTTACAGTA
944#S W N F K T A F Y LALQRLMDENMDYVYVI I F I L LEU®PVLAQY
3501 CTCACAGTACCTGAGGCTTCGGCAGAGGATCTGTAAGAGCTCCATCCTCCAGTGGCCCAACAATCCCAAAGCAGAAAACTTGTTTTGGCAAAGTCTGAAA
977 'S Q Y L R L R QR 1 C K S S I L QWZPNNZPIKAENLTFWQS L K

Mscl (3695)

BsrGI (3640) Spel (3664) Nhel (3689)
3601 AATGTGGTCTTGACTGAAAATGATTCACGGTATGACGATTTGTACATTGATTCCATTAGGCAATACTAGTGATGGGAAGTCACGACTCTGCTAGCTGGCC
1911 N V V L T E N D S R Y D D L Y I DS I R QY e —
3701 AGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTT

Hpal (3827)
3801 GTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGT

3901 AAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAAT
e

4001 AAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTG

Sapl (4105) Swal (4176)
4101 AACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAA

Eco01091 (4237)
4201 AATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAG

4301 AAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCT

4494 ¢« N R T Y K L P I L E E I T T K V L K G NM E

4401 CAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTA

11864 | L V F ¢C D P A Y DS I LERG CMGT CPSVVRI SRUDVTETDSY

4501 GGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATG
854 P H R VA V I T DF DK OQGNJSVASGI A1l AEATCVTVR RG

Stul (4601)
4601 TAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCT

514y A E I HV A S | I E GG T K TR I A A GV HHIKNDTEYLMT I KE
4701 CAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACT
184 T A V E V L E L DQQS I NFTIKM=-

Asel (4809)
4801 ATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACG
e

Spel (4964)
4901 CCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGG
-

SnaBI (5092)
5001 TGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGA

Ndel (5197)

5101 TGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCAT

5201 ATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATAC

Pacl (5383)
Pstl (5376)

Sdal (5375) BspLUI1I (5393)

5301 GTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTG
P —

5401 AGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGC

5501 TCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTA

5601 CCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCT

ApaLlI (5707)
5701 GGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTG

5801 GCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAG




5901

6001

6101

6201
6301

TATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTT

TGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGT

Eagl (6143)
Pacl (6123) Swal (6132)  NotI (6142)
TAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGA

ATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTC
TATCGAA
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