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Pvul (7)
Sgfl (6)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp14061 (203)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

KasI (535) Agel (552) Ncol (568)
501 CTGAGATCACCGGTAGGAGGGCCACCATGGTGTTTTCGATGTGGACACGGAAGAGA
. 1M V F S M W T R K R
601 CAAATTTTGATCTTTTTAAATATGCTCTTAGTTTCTAGAGTCTTTGGGTTTCGATGGTTTCCTAAAACTCTACCTTGTGAAGTTAAAGTAAATATCCCAG
117* Q I L I F L NM L L VS R V F GF R WFUP K TULUPT CEV K VNI P
701 AGGCCCATGTGATCGTGGACTGCACAGACAAGCATTTGACAGAAATCCCTGAGGGCATTCCCACTAACACCACCAATCTTACCCTTACCATCAACCACAT
44 E A H V | V D C T D K H UL T E I PE G I P TNTTNILTILT I NHI
Clal (849)
801 ACCAAGCATCTCTCCAGATTCCTTCCGTAGGCTGAACCATCTGGAAGAAATCGATTTAAGATGCAATTGTGTACCTGTTCTACTGGGGTCCAAAGCCAAT
77*. P S I S P DS F RRL NWHWLTETEI DLI R CNTCV®PVLILSGSIKAN
901 GTGTGTACCAAGAGGCTGCAGATTAGACCTGGAAGCTTTAGTGGACTCTCTGACTTAAAAGCCCTTTACCTGGATGGAAACCAACTTCTGGAGATACCAC
1117 v ¢ T K R L Q I R P G S F S G L S DULIKALYLDGNAO QLULTETI P
1001 AGGATCTGCCATCCAGCTTACATCTTCTGAGCCTTGAGGCTAACAACATCTTCTCCATCACGAAGGAGAATCTAACAGAACTGGTCAACATTGAAACACT
144 Q D L P S S L HL L S L EANNIF S I TKZENLTTETLVNIETHL
1101 CTACCTGGGTCAAAACTGTTATTATCGAAATCCTTGCAATGTTTCCTATTCTATTGAAAAAGATGCTTTCCTAGTTATGAGAAATTTGAAGGTTCTCTCA
177k 'Y L G Q NC Y YR NP CNV S Y S I EKDATFLVMZRNILIK VLS
1201 CTAAAAGATAACAATGTCACAGCTGTCCCCACCACTTTGCCACCTAATTTACTAGAGCTCTATCTTTATAACAATATCATTAAGAAAATCCAAGAAAATG
211 L K D N NV T AV P T TLPUPNULIULTETLYULYNNI I KIK1 QFEN
Dralll (1381)
BsrGI (1377)
1301 ATTTTAATAACCTCAATGAGTTGCAAGTTCTTGACCTAAGTGGAAATTGCCCTCGATGTTATAATGTCCCATATCCGTGTACACCGTGTGAAAATAATTC
244 D F N N L N E L Q VLDLSGNT C®PRT CYNV®PYU®PCTU®PTCENNS
1401 CCCCTTACAGATCCATGACAATGCTTTCAATTCATTGACAGAATTAAAAGTTTTACGTTTACACAGTAATTCTCTTCAGCATGTGCCCCCAACATGGTTT
277" P L Q I HDNATFNSLTTEULIKVLI RLHSNSILIQHV®PZPTWTF
1501 AAAAACATGAGAAACCTCCAGGAACTAGACCTCTCCCAAAACTACTTGGCCAGAGAAATTGAGGAGGCCAAATTTTTGCATTTTCTTCCCAACCTTGTTG
3113 K NM R N L Q E L DL SQNYLARTEI EEAIKTFTILHTFLUPNILYV
Nsil  (1639)
1601 AGTTGGATTTTTCTTTCAATTATGAGCTGCAGGTCTACCATGCATCTATAACTTTACCACATTCACTCTCTTCATTGGAAAACTTGAAAATTCTGCGTGT
344kE L D F S F N Y E L QVY HAS 11 TLPHSULSSLENLIK I L RV
1701 CAAGGGGTATGTCTTTAAAGAGCTGAAAAACTCCAGTCTTTCTGTATTGCACAAGCTTCCCAGGCTGGAAGTTCTTGACCTTGGCACTAACTTCATAAAA
377 K G Y V F K E L K NS SL SVLHIKLUWPR RILTEVLIDLGTNTF I K
EcoRV (1865)

1801 ATTGCTGACCTCAACATATTCAAACATTTTGAAAACCTCAAACTCATAGACCTTTCAGTGAATAAGATATCTCCTTCAGAAGAGTCAAGAGAAGTTGGCT
411 | A D L N I F K HF ENULJKUL I DL SV NJIKI SPSETESIZ RTEVSG
Bspl120I (1935) Stul (1951)

1901 TTTGTCCTAATGCTCAAACTTCTGTAGACCGTCATGGGCCCCAGGTCCTTGAGGCCTTACACTATTTCCGATACGATGAATATGCACGGAGCTGCAGGTT
444 F C P N A Q T S VDRHGP QVLEALUHYFRYDTEYARSTCTR RTF
2001 CAAAAACAAAGAGCCACCTTCTTTCTTGCCTTTGAATGCAGACTGCCACATATATGGGCAGACCTTAGACTTAAGTAGAAATAACATATTTTTTATTAAA
477 K N K E P P S F L PLNADTG CMHI Y GAQTULDULSI RNNIFF I K

Xeml (2162)
2101 CCTTCTGATTTTCAGCATCTTTCATTCCTCAAATGCCTCAACTTATCAGGAAACACCATTGGCCAAACTCTTAATGGCAGTGAACTCTGGCCGTTGAGAG
511 P S D F Q HL S F L KO CLNLSGNTI G6GQTULNGSTETLWTPTLR
Sapl (2259)
2201 AGTTGCGGTACTTAGACTTCTCCAACAACCGGCTTGATTTACTCTACTCAACAGCCTTTGAAGAGCTCCAGAGTCTTGAAGTTCTGGATCTAAGTAGTAA
544 E L R Y L D F S NNR L DL LY STATFTETEILOAQSULEUVLDTLS SN
BspHI (2374)
2301 CAGCCACTATTTTCAAGCAGAAGGAATTACTCACATGCTAAACTTTACCAAGAAATTACGGCTTCTGGACAAACTCATGATGAATGATAATGACATCTCT
577@ 'S H Y F Q A E G I T HM L NTF TIK KL RULULDI KTLMMNUDNTUDII S
BstBI (2434)
Xeml (2407) Ncol (2416) Bspl1191 (2434)
2401 ACTTCGGCCAGCAGGACCATGGAAAGTGACTCTCTTCGAATTCTGGAGTTCAGAGGCAACCATTTAGATGTTCTATGGAGAGCCGGTGATAACAGATACT
611 T S A S R T M E S D S L R I L E F R GNMHUL DV L WRA AU GTDNRYY
Xmnl (2513) EcoRV (2538)

2501 TGGACTTCTTCAAGAATTTGTTCAATTTAGAGGTATTAGATATCTCCAGAAATTCCCTGAATTCCTTGCCTCCTGAGGTTTTTGAGGGTATGCCGCCAAA
644 L D F F K N L F NL E VLD1I1 SRNJSILNSIULU®P®PEVFESGMZPUPN
2601 TCTAAAGAATCTCTCCTTGGCCAAAAATGGGCTCAAATCTTTCTTTTGGGACAGACTCCAGTTACTGAAGCATTTGGAAATTTTGGACCTCAGCCATAAC
677 L K N L S L A K NG L K S F F WWDW RUL QL L KWHLTETI L DTUL S HN

Sspl (2791)
2701 CAGCTGACAAAAGTACCTGAGAGATTGGCCAACTGTTCCAAAAGTCTCACAACACTGATTCTTAAGCATAATCAAATCAGGCAATTGACAAAATATTTTC
7117 Q L T K VP E R L ANC S K S L TTWL I L KHN QI R QL T K Y F




BbsI (2861)
2801 TAGAAGATGCTTTGCAATTGCGCTATCTAGACATCAGTTCAAATAAAATCCAGGTCATTCAGAAGACTAGCTTCCCAGAAAATGTCCTCAACAATCTGGA
744 L E D A L Q L RY L D1 SSNJIKI QVI QK TS FU®PENVLNNILE
Hpal (2964)
2901 GATGTTGGTTTTACATCACAATCGCTTTCTTTGCAACTGTGATGCTGTGTGGTTTGTCTGGTGGGTTAACCATACAGATGTTACTATTCCATACCTGGCC
777*. M L VL HHNW RT FUL CNTC CDAVWTFVWWVNWUHTIDUVTII P Y L A
Bst1107I (3062) BglII (3077)
3001 ACTGATGTGACTTGTGTAGGTCCAGGAGCACACAAAGGTCAAAGTGTCATATCCCTTGATCTGTATACGTGTGAGTTAGATCTCACAAACCTGATTCTGT
811 T D V T C V G P GA HK GQS VI SLDWLYTZ CETULUDTLTNTLI L
3101 TCTCAGTTTCCATATCATCAGTCCTCTTTCTTATGGTAGTTATGACAACAAGTCACCTCTTTTTCTGGGATATGTGGTACATTTATTATTTTTGGAAAGC
844rF S V S | S S VL FLMVVMTTSHLTEFTFWDMMWY I Y Y F WK A
Ncol (3229)
3201 AAAGATAAAGGGGTATCAGCATCTGCAATCCATGGAGTCTTGTTATGATGCTTTTATTGTGTATGACACTAAAAACTCAGCTGTGACAGAATGGGTTTTG
877k K I K G Y Q HL QSMESTCYDATFI VYDTI KNSAVTTEWVL
3301 CAGGAGCTGGTGGCAAAATTGGAAGATCCAAGAGAAAAACACTTCAATTTGTGTCTAGAAGAAAGAGACTGGCTACCAGGACAGCCAGTTCTAGAAAACC
911 Q E L V A K L E D P R E K HF NULCULETEW RIDWTLUPG QP VL EN
3401 TTTCCCAGAGCATACAGCTCAGCAAAAAGACAGTGTTTGTGATGACACAGAAATATGCTAAGACTGAGAGTTTTAAGATGGCATTTTATTTGTCTCATCA
944¥kL S Q S I Q L S K K T VF VM TQKYAIKTTESTFIKMATFY L S HNAQ
3501 GAGGCTCCTGGATGAAAAAGTGGATGTGATTATCTTGATATTCTTGGAAAAGCCTCTTCAGAAGTCTAAGTTTCTTCAGCTCAGGAAGAGACTCTGCAGG
977 R L L D E K V D V I I L I F L E K P L QK S K F L QL RIK I RTLTCTHR R
3601 AGCTCTGTCCTTGAGTGGCCTGCAAATCCACAGGCTCACCCATACTTCTGGCAGTGCCTGAAAAATGCCCTGACCACAGACAATCATGTGGCTTATAGTC
1011 S S V L E W P A NP QA HPY FWOQC CULIKNALTTUDNUHYVAYS
AvrIl (3743) Nhel (3757)
3701 AAATGTTCAAGGAAACAGTCTAGCTCTCTGAAGAATGTCACCACCTAGGACATGCCTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGAC
1044k Q M F K E T V e

Hpal (3895)
3801 AAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAA

3901 CAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAA
> -

4001 AATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGT

Sapl (4173)
4101 GCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATG

Sspl (4230) Swal (4244)
4201 CACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGAT

4301 GCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCT

44@1 TTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCA
1414 ¢ N R T Y K L P I L E E I T T K V L K GNWMTE Il L VF CDU&PAYD
4501 GAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGT
1074 | L E R CM G C P SV VR 1 SRDVEUDSYU®PHRVAUV I TDFD

Stul (4669)

4601 CCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTC
744 K Q G NS VA S GI Al A EACVTVHZ RGI YAETI HVAS I | E
4701 CCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGC
414 G T K T R 1 A A GV HHIKNDTEYLMTI KETAVEVLETLDNAQ

Bbsl (4815)
Xmnl (4811) Asel (4877)
4801 TGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGA
74 S I N F T K M -- -
4901 TGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGT

Spel (5032)
5001 TGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCG
e

SnaBI (5160)
5101 CTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTC

Ndel (5265)
5201 ATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAG

5301 TTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTT

Pacl (5451)

Sdal (5443) BspLU11I (5461)
5401 GGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTA
e

5501 AAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACT

5601 ATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGA




5701

5801

5901

6001

6101

6201
6301

ApaLI (5775)
AGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCG

ACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGC

GAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTT

ACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAA

Pacl (6191)
AAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAAC

Eagl (6211)
Swal (6200) Notl (6210)
ATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACA
AAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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