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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGCTCCGGACATCATGAGCCAAGACAGAAAACCCATCGTGGGGAG

TTTCCACTTTGTTTGCGCCCTGGCCTTAATAGTCGGAAGCATGACCCCGTTCTCTAATGAACTTGAGTCTATGGTAGACTATTCAAACAGGAACCTTACT

CATGTCCCCAAAGACCTGCCACCAAGAACAAAAGCCCTGAGTCTGTCTCAAAACTCTATATCTGAGCTTCGGATGCCTGATATCAGCTTTCTGTCAGAGC

TGAGAGTTCTGAGACTCTCCCACAACAGGATACGGAGCCTTGATTTCCATGTATTCTTGTTCAATCAGGACTTAGAATACCTGGATGTCTCACACAATCG

GTTGCAAAACATCTCTTGCTGCCCTATGGCGAGCCTGAGGCATCTAGACCTCTCATTCAATGACTTTGATGTACTGCCTGTGTGTAAGGAATTTGGCAAC

CTGACGAAGCTGACTTTCCTGGGATTAAGTGCTGCAAAGTTCCGACAACTGGATCTGCTCCCAGTTGCTCACTTGCATCTAAGCTGCATTCTTCTGGACT

TAGTGAGTTATCATATAAAAGGCGGGGAAACAGAAAGTCTTCAGATTCCCAATACCACCGTTCTCCATTTGGTCTTTCATCCAAATAGCTTGTTCTCTGT

TCAAGTGAACATGTCTGTAAACGCTTTAGGACATTTACAACTGAGTAATATTAAATTGAATGATGAAAACTGTCAAAGGTTAATGACATTTTTATCAGAA

CTCACCAGAGGTCCAACCTTATTGAATGTGACCCTCCAGCACATAGAAACAACCTGGAAGTGCTCGGTTAAACTTTTCCAATTCTTTTGGCCCCGACCGG

TGGAGTACCTCAATATTTACAACTTAACGATAACTGAGAGAATCGACAGGGAAGAATTTACTTACTCGGAGACAGCACTGAAGTCACTGATGATAGAGCA

CGTCAAAAACCAAGTGTTCCTCTTTTCAAAGGAGGCGCTATACTCGGTGTTTGCTGAGATGAACATCAAGATGCTCTCTATCTCAGACACCCCTTTCATC

CACATGGTGTGCCCGCCATCCCCAAGCTCATTTACATTTCTGAACTTTACCCAGAATGTTTTTACTGACAGTGTTTTTCAAGGCTGTTCCACCTTAAAGA

GATTGCAGACACTTATCTTACAAAGGAATGGTTTGAAGAACTTTTTTAAAGTAGCTCTCATGACTAAGAATATGTCCTCTCTGGAAACTTTGGATGTTAG

TTTGAATTCTTTGAACTCTCATGCATATGACAGGACATGCGCCTGGGCTGAGAGCATATTGGTGTTGAATTTGTCTTCGAATATGCTTACAGGCTCTGTC

TTCAGATGCTTACCTCCCAAGGTCAAGGTCCTTGACCTTCACAACAACAGGATAATGAGCATCCCTAAAGATGTCACCCACCTGCAGGCTTTGCAGGAAC

TCAATGTAGCATCCAACTCCTTAACTGACCTTCCTGGGTGTGGGGCCTTCAGCAGCCTTTCTGTGCTGGTCATCGACCATAACTCAGTTTCCCATCCCTC

TGAGGATTTCTTCCAGAGCTGTCAGAATATTAGATCCCTAACAGCGGGAAACAACCCATTCCAATGCACATGTGAGCTGAGGGACTTTGTCAAGAACATA

GGCTGGGTAGCAAGAGAAGTGGTGGAGGGCTGGCCTGACTCTTACAGGTGTGACTACCCAGAAAGCTCTAAGGGAACTGCACTGAGGGACTTCCACATGT

CTCCACTGTCCTGTGATACTGTTCTGCTGACTGTCACCATCGGGGCCACTATGCTGGTGCTGGCTGTCACTGGGGCTTTCCTCTGTCTCTACTTTGACCT

GCCCTGGTATGTGAGGATGCTGTGTCAGTGGACACAGACCAGGCACAGGGCCAGGCACATCCCCTTAGAGGAACTCCAGAGAAACCTCCAGTTCCATGCT

TTTGTCTCATACAGTGAGCATGATTCTGCCTGGGTGAAGAACGAATTACTACCCAACCTAGAGAAAGATGACATCCGGGTTTGCCTCCATGAGAGGAACT

TTGTCCCTGGCAAGAGCATTGTGGAGAACATCATCAATTTCATTGAGAAGAGTTACAAGGCCATCTTTGTGCTGTCTCCCCACTTCATCCAGAGTGAGTG

GTGCCATTATGAACTCTATTTTGCCCATCATAATCTCTTCCATGAAGGCTCTGATAACTTAATCCTCATCTTGCTGGAACCCATTCTACAGAACAACATT

CCCAGTAGATACCACAAGCTGCGGGCTCTCATGGCACAGCGGACTTACTTGGAATGGCCTACTGAGAAGGGCAAACGTGGGCTGTTTTGGGCCAACCTTA

GAGCTTCATTTATTATGAAGTTAGCCTTAGTCAATGAGGATGATGTGAAAACTTGAAACTTGGGTGCTAGCTGGCCAGACATGATAAGATACATTGATGA

GTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAA

CAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGG

 M   S   Q   D   R   K   P   I   V   G   S

  F   H   F   V   C   A   L   A   L   I   V   G   S   M   T   P   F   S   N   E   L   E   S   M   V   D   Y   S   N   R   N   L   T  

 H   V   P   K   D   L   P   P   R   T   K   A   L   S   L   S   Q   N   S   I   S   E   L   R   M   P   D   I   S   F   L   S   E   

L   R   V   L   R   L   S   H   N   R   I   R   S   L   D   F   H   V   F   L   F   N   Q   D   L   E   Y   L   D   V   S   H   N   R

  L   Q   N   I   S   C   C   P   M   A   S   L   R   H   L   D   L   S   F   N   D   F   D   V   L   P   V   C   K   E   F   G   N  

 L   T   K   L   T   F   L   G   L   S   A   A   K   F   R   Q   L   D   L   L   P   V   A   H   L   H   L   S   C   I   L   L   D   

L   V   S   Y   H   I   K   G   G   E   T   E   S   L   Q   I   P   N   T   T   V   L   H   L   V   F   H   P   N   S   L   F   S   V

  Q   V   N   M   S   V   N   A   L   G   H   L   Q   L   S   N   I   K   L   N   D   E   N   C   Q   R   L   M   T   F   L   S   E  

 L   T   R   G   P   T   L   L   N   V   T   L   Q   H   I   E   T   T   W   K   C   S   V   K   L   F   Q   F   F   W   P   R   P   

V   E   Y   L   N   I   Y   N   L   T   I   T   E   R   I   D   R   E   E   F   T   Y   S   E   T   A   L   K   S   L   M   I   E   H

  V   K   N   Q   V   F   L   F   S   K   E   A   L   Y   S   V   F   A   E   M   N   I   K   M   L   S   I   S   D   T   P   F   I  

 H   M   V   C   P   P   S   P   S   S   F   T   F   L   N   F   T   Q   N   V   F   T   D   S   V   F   Q   G   C   S   T   L   K   

R   L   Q   T   L   I   L   Q   R   N   G   L   K   N   F   F   K   V   A   L   M   T   K   N   M   S   S   L   E   T   L   D   V   S

  L   N   S   L   N   S   H   A   Y   D   R   T   C   A   W   A   E   S   I   L   V   L   N   L   S   S   N   M   L   T   G   S   V  

 F   R   C   L   P   P   K   V   K   V   L   D   L   H   N   N   R   I   M   S   I   P   K   D   V   T   H   L   Q   A   L   Q   E   

L   N   V   A   S   N   S   L   T   D   L   P   G   C   G   A   F   S   S   L   S   V   L   V   I   D   H   N   S   V   S   H   P   S

  E   D   F   F   Q   S   C   Q   N   I   R   S   L   T   A   G   N   N   P   F   Q   C   T   C   E   L   R   D   F   V   K   N   I  

 G   W   V   A   R   E   V   V   E   G   W   P   D   S   Y   R   C   D   Y   P   E   S   S   K   G   T   A   L   R   D   F   H   M   

S   P   L   S   C   D   T   V   L   L   T   V   T   I   G   A   T   M   L   V   L   A   V   T   G   A   F   L   C   L   Y   F   D   L

  P   W   Y   V   R   M   L   C   Q   W   T   Q   T   R   H   R   A   R   H   I   P   L   E   E   L   Q   R   N   L   Q   F   H   A  

 F   V   S   Y   S   E   H   D   S   A   W   V   K   N   E   L   L   P   N   L   E   K   D   D   I   R   V   C   L   H   E   R   N   

F   V   P   G   K   S   I   V   E   N   I   I   N   F   I   E   K   S   Y   K   A   I   F   V   L   S   P   H   F   I   Q   S   E   W

  C   H   Y   E   L   Y   F   A   H   H   N   L   F   H   E   G   S   D   N   L   I   L   I   L   L   E   P   I   L   Q   N   N   I  

 P   S   R   Y   H   K   L   R   A   L   M   A   Q   R   T   Y   L   E   W   P   T   E   K   G   K   R   G   L   F   W   A   N   L   

R   A   S   F   I   M   K   L   A   L   V   N   E   D   D   V   K   T   •  
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AATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTT

GCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGT

TTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGA

ATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGC

TTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAG

CATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGT

GTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAG

ATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCA

GATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAAC

AGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGG

GGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAG

TCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCC

ATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAA

GTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGG

GGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAG

GAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCG

ACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCC

CTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGT

TCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATT

AGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGA

AGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCG

CAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGT

TAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCA
TCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V   L   K   G   N   M   E   I   L   V   F   C   D   P   A
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 D   F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V   T   V   R   G   I   Y   A   E   I   H   V   A   S   
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