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1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

401

BspHI (566)
BspEl (558)
501 CTGAGATCACCGGCTCCGGACATCATGAGCCAAGACAGAAAACCCATCGTGGGGAG
> 1I* M S Q D RK P I VG S
601 TTTCCACTTTGTTTGCGCCCTGGCCTTAATAGTCGGAAGCATGACCCCGTTCTCTAATGAACTTGAGTCTATGGTAGACTATTCAAACAGGAACCTTACT
11 F H FV CA LA L I VG SMT®PFSNTETLTESMVDYSNU RNTLT
701 CATGTCCCCAAAGACCTGCCACCAAGAACAAAAGCCCTGAGTCTGTCTCAAAACTCTATATCTGAGCTTCGGATGCCTGATATCAGCTTTCTGTCAGAGC
45 H V P K D L PP RTIKALJSLSQNZS I SELARMPD I S F L SE
801 TGAGAGTTCTGAGACTCTCCCACAACAGGATACGGAGCCTTGATTTCCATGTATTCTTGTTCAATCAGGACTTAGAATACCTGGATGTCTCACACAATCG
7L RV L R L SHNW R I R SLDTFHV FLFNOQDTULTEYTLDV SHNR
901 GTTGCAAAACATCTCTTGCTGCCCTATGGCGAGCCTGAGGCATCTAGACCTCTCATTCAATGACTTTGATGTACTGCCTGTGTGTAAGGAATTTGGCAAC
1117 L Q N | S C C P M A S L RH LD L S FNDTFDVLPVCKTETFGN
1001 CTGACGAAGCTGACTTTCCTGGGATTAAGTGCTGCAAAGTTCCGACAACTGGATCTGCTCCCAGTTGCTCACTTGCATCTAAGCTGCATTCTTCTGGACT
458 L T K L T F LG L SAAKTFRQLDTULTLZPVAHTILUHTLTSTC I L LD
1101 TAGTGAGTTATCATATAAAAGGCGGGGAAACAGAAAGTCTTCAGATTCCCAATACCACCGTTCTCCATTTGGTCTTTCATCCAAATAGCTTGTTCTCTGT
78*L V S Y H | K 6 G E T E S LQ I PNTTV LHLVFHZPNSILTF SV
1201 TCAAGTGAACATGTCTGTAAACGCTTTAGGACATTTACAACTGAGTAATATTAAATTGAATGATGAAAACTGTCAAAGGTTAATGACATTTTTATCAGAA
211 Q V N M S V N A L GH LQL SN I KLNDTENT CQRLMTTFTLSE
1301 CTCACCAGAGGTCCAACCTTATTGAATGTGACCCTCCAGCACATAGAAACAACCTGGAAGTGCTCGGTTAAACTTTTCCAATTCTTTTGGCCCCGACCGG
245 L T R G P T L LNV T LQH I ETTWZ KT CSV K LTFQTFTFWPR RSP
1401 TGGAGTACCTCAATATTTACAACTTAACGATAACTGAGAGAATCGACAGGGAAGAATTTACTTACTCGGAGACAGCACTGAAGTCACTGATGATAGAGCA
278#v E Y L N I Y N L T I T ER I DR EETFTY S ETATLTKSLM I EH
1501 CGTCAAAAACCAAGTGTTCCTCTTTTCAAAGGAGGCGCTATACTCGGTGTTTGCTGAGATGAACATCAAGATGCTCTCTATCTCAGACACCCCTTTCATC
3 V KX NQ V F L F SK EA LY SV FAEMNIIKMLS 1 S$DTPF I
1601 CACATGGTGTGCCCGCCATCCCCAAGCTCATTTACATTTCTGAACTTTACCCAGAATGTTTTTACTGACAGTGTTTTTCAAGGCTGTTCCACCTTAAAGA
345 H M V C PP S PSS FTFLNTFTQNVFTD SV FQGTCSTLK
BspHI (1757)
1701 GATTGCAGACACTTATCTTACAAAGGAATGGTTTGAAGAACTTTTTTAAAGTAGCTCTCATGACTAAGAATATGTCCTCTCTGGAAACTTTGGATGTTAG
378#R L Q T L I L Q RN G L KNTFTFKVALMTIKNMSSLETTLDVS
1801 TTTGAATTCTTTGAACTCTCATGCATATGACAGGACATGCGCCTGGGCTGAGAGCATATTGGTGTTGAATTTGTCTTCGAATATGCTTACAGGCTCTGTC
411 L N S L N SHAYDU RTU CAWATES I LV LNTLSS SNMLTG SV
1901 TTCAGATGCTTACCTCCCAAGGTCAAGGTCCTTGACCTTCACAACAACAGGATAATGAGCATCCCTAAAGATGTCACCCACCTGCAGGCTTTGCAGGAAC
445 F R C L P P KV KV LD LHNNU RIMS I PKDVTHTLAOQATLTAGQE
2001 TCAATGTAGCATCCAACTCCTTAACTGACCTTCCTGGGTGTGGGGCCTTCAGCAGCCTTTCTGTGCTGGTCATCGACCATAACTCAGTTTCCCATCCCTC
478 L N V. A S N S L T D LPGOCGATFSSLSV LV IDHNSV SHUPS
2101 TGAGGATTTCTTCCAGAGCTGTCAGAATATTAGATCCCTAACAGCGGGAAACAACCCATTCCAATGCACATGTGAGCTGAGGGACTTTGTCAAGAACATA
541 E D F FQ SCQN I RSLTAGNNUPTFQCTTCETLTR RDFVKNI
2201 GGCTGGGTAGCAAGAGAAGTGGTGGAGGGCTGGCCTGACTCTTACAGGTGTGACTACCCAGAAAGCTCTAAGGGAACTGCACTGAGGGACTTCCACATGT
545 G W V A R EV V EGW PD S Y RCDYUPESSKTGTATLTRDTFHM
2301 CTCCACTGTCCTGTGATACTGTTCTGCTGACTGTCACCATCGGGGCCACTATGCTGGTGCTGGCTGTCACTGGGGCTTTCCTCTGTCTCTACTTTGACCT
578S P L S C DTV L LTV T I GATMLVY LAVTGATFTLTCTLYTFDIL
2401 GCCCTGGTATGTGAGGATGCTGTGTCAGTGGACACAGACCAGGCACAGGGCCAGGCACATCCCCTTAGAGGAACTCCAGAGAAACCTCCAGTTCCATGCT
611 P W Y V R M L C QW T QT RHURARUH I PLETETLAO QRNILGI QTFHA
2501 TTTGTCTCATACAGTGAGCATGATTCTGCCTGGGTGAAGAACGAATTACTACCCAACCTAGAGAAAGATGACATCCGGGTTTGCCTCCATGAGAGGAACT
6458 F V. S Y S EH D S AWV KNETLULPNTULTEZ KHDT D I RV CLHETRN
2601 TTGTCCCTGGCAAGAGCATTGTGGAGAACATCATCAATTTCATTGAGAAGAGTTACAAGGCCATCTTTGTGCTGTCTCCCCACTTCATCCAGAGTGAGTG
678*F V P G K S I V EN I I N F I EK S Y KA I FV L SPHTF I QS EW
2701 GTGCCATTATGAACTCTATTTTGCCCATCATAATCTCTTCCATGAAGGCTCTGATAACTTAATCCTCATCTTGCTGGAACCCATTCTACAGAACAACATT
71 C H Y E L Y F A HHNULTFHEGSDNIL I L I L LEZP I LQNN.I
2801 CCCAGTAGATACCACAAGCTGCGGGCTCTCATGGCACAGCGGACTTACTTGGAATGGCCTACTGAGAAGGGCAAACGTGGGCTGTTTTGGGCCAACCTTA
7458 P S R Y H K L R A LMAQRT Y LEW®PTESEKGI KT RGTLTFWANL
Nhel (2965)
2901 GAGCTTCATTTATTATGAAGTTAGCCTTAGTCAATGAGGATGATGTGAAAACTTGAAACTTGGGTGCTAGCTGGCCAGACATGATAAGATACATTGATGA
778 R A S F I M K L A LV NEDTUDV KT e
3001 GTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAA

3101 CAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGG
-




3201 AATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTT
-

3301 GCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGT

3401 TTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGA

3501 ATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGC

3601 TTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAG
—3414 ¢ N R T Y K L P I L E E I T T KV LK GNME I LV FCDPA
3701 CATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGT
104 Y D S | L E R CM G C P SV VR I SRDVEDSYPH RVAV I T
3801 GTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAG
774 D F D K Q GN SV ASG I A I AEACVTVRG I YATE I HVAS
3901 ATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCA
4341 | E G T K T R I A°NAGV HHIKNDEY LMT I KETA AV EV L E L
4001 GATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAAC
4 D Q Q S I N F T K M- -
4101 AGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGG

4201 GGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAG
-

4301 TCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCC

4401 ATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAA

4501 GTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGG

4601 GGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAG
-

4701 GAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCG

4801 ACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCC

4901 CTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGT

5001 TCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATT

5101 AGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGA

5201 AGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCG

5301 CAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGT

5401 TAATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCA
5501 TCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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