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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV  (441)
401
BstEII (555)
Agel (552) Ncol (560)
501 CTGAGATCACCGGTCACCATGGTAAAGTCCCTCTGGGATAGCCTCTGCAACATGAG
- 1M V K S L WD S L CNMS
601 CCAAGACAGAAAACCCATCGTGGGGAGTTTCCACTTTGTTTGCGCCCTGGCCTTAATAGTCGGAAGCATGACCCCGTTCTCTAATGAACTTGAGTCTATG
13 Q DR K P I VG S FHFVCALALI VGSMTU®PTFSNTETLTESWM
701 GTAGACTATTCAAACAGGAACCTTACTCATGTCCCCAAAGACCTGCCACCAAGAACAAAAGCCCTGAGTCTGTCTCAAAACTCTATATCTGAGCTTCGGA
47" V. D Y S N R NL T HV P KDTULUPZPR RTIKALZSLSQNSII S E L R

EcoRV (805)
801 TGCCTGATATCAGCTTTCTGTCAGAGCTGAGAGTTCTGAGACTCTCCCACAACAGGATACGGAGCCTTGATTTCCATGTATTCTTGTTCAATCAGGACTT
8okM P D I S F L S E L RV LI RULSHNH RI RSLUDTFHVYVTFILTFNA QDL
Bsu36l (960) Xbal (969)

901 AGAATACCTGGATGTCTCACACAATCGGTTGCAAAACATCTCTTGCTGCCCTATGGCGAGCCTGAGGCATCTAGACCTCTCATTCAATGACTTTGATGTA
113k E Y L DV S HNW RLAQNI SCCUPMASIULI RMHLDULSFNUDTF DV
1001 CTGCCTGTGTGTAAGGAATTTGGCAACCTGACGAAGCTGACTTTCCTGGGATTAAGTGCTGCAAAGTTCCGACAACTGGATCTGCTCCCAGTTGCTCACT
147 L P V C K E F G N L T KL T F L GL SAAIKT FROQLDULLUPVAH
1101 TGCATCTAAGCTGCATTCTTCTGGACTTAGTGAGTTATCATATAAAAGGCGGGGAAACAGAAAGTCTTCAGATTCCCAATACCACCGTTCTCCATTTGGT
180kL H L S C I L L DLV S Y HI!I KGGETETSULI QI P NTTUVLHTLV
1201 CTTTCATCCAAATAGCTTGTTCTCTGTTCAAGTGAACATGTCTGTAAACGCTTTAGGACATTTACAACTGAGTAATATTAAATTGAATGATGAAAACTGT
213 F H P N S L F SV QVNMSVNALGHILU QL SNI1T KULNDTENSTC
1301 CAAAGGTTAATGACATTTTTATCAGAACTCACCAGAGGTCCAACCTTATTGAATGTGACCCTCCAGCACATAGAAACAACCTGGAAGTGCTCGGTTAAAC
247" Q R L M T F L S E L T RGP TULULNVTLI QHI I ETTWIKTCS VK

Agel (1422)
1401 TTTTCCAATTCTTTTGGCCCCGACCGGTGGAGTACCTCAATATTTACAACTTAACGATAACTGAGAGAATCGACAGGGAAGAATTTACTTACTCGGAGAC
280L F Q F F WP R PV EYULNIYNLTI TEZ RIDTR RTETETFTYSET
BsaBI (1584)
1501 AGCACTGAAGTCACTGATGATAGAGCACGTCAAAAACCAAGTGTTCCTCTTTTCAAAGGAGGCGCTATACTCGGTGTTTGCTGAGATGAACATCAAGATG
313 A L K S L M I EHV KNI QVTFILTFSIKEA ALY SVFATEMMNIKWM
Dralll (1627)
1601 CTCTCTATCTCAGACACCCCTTTCATCCACATGGTGTGCCCGCCATCCCCAAGCTCATTTACATTTCTGAACTTTACCCAGAATGTTTTTACTGACAGTG
347k L S I S DT P F I HM V C®PUPSUPSSFTTFILNTFTOQNVEFTDS
BspHI (1784)
1701 TTTTTCAAGGCTGTTCCACCTTAAAGAGATTGCAGACACTTATCTTACAAAGGAATGGTTTGAAGAACTTTTTTAAAGTAGCTCTCATGACTAAGAATAT
38V F Q G C S T L K R L QT UL I L QRNG GLJIKNTFTFIKVALMTIKNM
Ndel (1850)
EcoRI (1830) Nsil  (1847)
1801 GTCCTCTCTGGAAACTTTGGATGTTAGTTTGAATTCTTTGAACTCTCATGCATATGACAGGACATGCGCCTGGGCTGAGAGCATATTGGTGTTGAATTTG
413» S S L E T L DV SLNJSTILNSHAY DR RTT CAMWATES S I L VL NTL
BstBI (1902)

1901 TCTTCGAATATGCTTACAGGCTCTGTCTTCAGATGCTTACCTCCCAAGGTCAAGGTCCTTGACCTTCACAACAACAGGATAATGAGCATCCCTAAAGATG
447 S S N M L T G S V F R CL PP KV KVLDLUHNNRIMS I P KD

BstAPT (2010)

PstI (2008)

Sdal (2007)
2001 TCACCCACCTGCAGGCTTTGCAGGAACTCAATGTAGCATCCAACTCCTTAACTGACCTTCCTGGGTGTGGGGCCTTCAGCAGCCTTTCTGTGCTGGTCAT
480V T H L Q AL QELNVASNSTLTHDLZPSGT CGATFSSL S VL VI
2101 CGACCATAACTCAGTTTCCCATCCCTCTGAGGATTTCTTCCAGAGCTGTCAGAATATTAGATCCCTAACAGCGGGAAACAACCCATTCCAATGCACATGT
513 D H N S V S HP SEUDTFTFQSTCQNIIRSTLTAGNNPTFAOQGCTSTC

Tth111I (2209)
2201 GAGCTGAGGGACTTTGTCAAGAACATAGGCTGGGTAGCAAGAGAAGTGGTGGAGGGCTGGCCTGACTCTTACAGGTGTGACTACCCAGAAAGCTCTAAGG
547" E L R D F V K NI GWVAIREVVEGWZ®PUDSYU R CDYU®PES S K

BstXI (2372)

2301 GAACTGCACTGAGGGACTTCCACATGTCTCCACTGTCCTGTGATACTGTTCTGCTGACTGTCACCATCGGGGCCACTATGCTGGTGCTGGCTGTCACTGG
580G T A L R D F HM S P L SCDTVLLTVTI GATMLVLAUVTSG
2401 GGCTTTCCTCTGTCTCTACTTTGACCTGCCCTGGTATGTGAGGATGCTGTGTCAGTGGACACAGACCAGGCACAGGGCCAGGCACATCCCCTTAGAGGAA
613 A F L C L Y F DL PWY VR RMILTZ COQWTIOQT RHRARHI P L E E
2501 CTCCAGAGAAACCTCCAGTTCCATGCTTTTGTCTCATACAGTGAGCATGATTCTGCCTGGGTGAAGAACGAATTACTACCCAACCTAGAGAAAGATGACA
647 L Q R N L Q F HA F V S Y S EHUDSAWVIKNTETLTILUPNLTETKTDTD
2601 TCCGGGTTTGCCTCCATGAGAGGAACTTTGTCCCTGGCAAGAGCATTGTGGAGAACATCATCAATTTCATTGAGAAGAGTTACAAGGCCATCTTTGTGCT
680k R V C L HE R NF VP G K S I V E N I I N F I E K S Y K A | F V L



2701 GTCTCCCCACTTCATCCAGAGTGAGTGGTGCCATTATGAACTCTATTTTGCCCATCATAATCTCTTCCATGAAGGCTCTGATAACTTAATCCTCATCTTG
713 S P HF I Q S EWZCHYELYFAHUHNLTFMHESGSUDNL I L I L
2801 CTGGAACCCATTCTACAGAACAACATTCCCAGTAGATACCACAAGCTGCGGGCTCTCATGGCACAGCGGACTTACTTGGAATGGCCTACTGAGAAGGGCA
747* L E P I L Q NNIT P S RYHIKULURALMAIGQRTYLEWPTTE K G
2901 AACGTGGGCTGTTTTGGGCCAACCTTAGAGCTTCATTTATTATGAAGTTAGCCTTAGTCAATGAGGATGATGTGAAAACTTGAAACTTGGGTTTCTAACT

780K R G L F WA NL RA S F I MKULALVNETUDTDVKT e
Mscl (3030)
Nhel (3024)
3001 TAATAAACTGTCAACCTGGGCTCTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCT

Hpal (3162) Mfel (3173)
3101 TTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGT

EcoRI (3258)
3201 TCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATC
- -t

3301 AAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCAT

Sapl (3440)
3401 GGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAAT

Swal (3511)
3501 ATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAG

3601 TAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTC
+494 ¢« N R T Y K L P I L E
Sacl (3772)
3701 CTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTG
1304 E | T T K VL K GNWMTE 11 L VF CDPAYUDS1LETZ RT CMGTCTPS
BstXI (3801)
3801 ACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGG
964V VR I S R D VE D S Y P HR VAV I TDFUDIZ KU QGNSUVASGI A
Stul (3936)
3901 CAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATG
63 | A E A CV T VR G I YATETI HVASI I I EGTJIKTR RI AAGV H
4001 GTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTC
304 H K NDE Y LM T I KETAVEVLTETLUDGI GQQS I NFTIKM-4+-—
Asel (4144)
4101 CTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAA
-
Sacl (4201) Spel (4299)
4201 CGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTA

4301 CTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCG
-

SnaBI (4427)
4401 CATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTA

Ndel (4532)
4501 CCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAAT

4601 GGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAG

Pstl (4711)
Sdal (4710) Pacl (4718)
4701 TTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGC
D ——— -t

4801 TCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTC

4901 CCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGG

ApaLl (5042)
5001 TATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTG

5101 AGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAA

5201 GTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCC

5301 GGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTA

Eagl (5478)
Pacl (5458) Swal (5467)  Notl (5477)
5401 CGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTA

5501 TTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTG
5601 TCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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