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Pvul (7)
Sgfl (6) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

KasI (535) Agel (552) BspHI (568)

501 CTGAGATCACCGGTAGGAGGGCCATCATGAAAGGGTGTTCCTCTTATCTAATGTAC
. 1IPM K G C S S Y L MY
PshAI (610) Pstl (680)

601 TCCTTTGGGGGACTTTTGTCCCTATGGATTCTTCTGGTGTCTTCCACAAACCAATGCACTGTGAGATACAACGTAGCTGACTGCAGCCATTTGAAGCTAA
117 S F 6 G L L S L W1l L L VS STN QCTUVIZ RYNVADTCSHILK'L
701 CACACATACCTGATGATCTTCCCTCTAACATAACAGTGTTGAATCTTACTCACAACCAACTCAGAAGATTACCACCTACCAACTTTACAAGATACAGCCA
44T H I P D DL P S NI T VLNTULTHNA QLRI RLUPPTNTFTR RY S AQ

Xcml (829)
801 ACTTGCTATCTTGGATGCAGGATTTAACTCCATTTCAAAACTGGAGCCAGAACTGTGCCAAATACTCCCTTTGTTGAAAGTATTGAACCTGCAACATAAT
77* L Al L DA GFNJS I S KULEWPELTCOQI L PLULIKVILNTLIQHN
901 GAGCTCTCTCAGATTTCTGATCAAACCTTTGTCTTCTGCACGAACCTGACAGAACTCGATCTAATGTCTAACTCAATACACAAAATTAAAAGCAACCCTT
111 E L S Q I S D Q T F VF C T NL TEULUDULMSNISI HK I K S NP
1001 TCAAAAACCAGAAGAATCTAATCAAATTAGATTTGTCTCATAATGGTTTATCATCTACAAAGTTGGGAACGGGGGTCCAACTGGAGAACCTCCAAGAACT
144 F K N Q K N L I K L DL S HNUGLS ST IKILGTS GV QL ENLIQEL
1101 GCTCTTAGCAAAAAATAAAATCCTTGCGTTGCGAAGTGAAGAACTTGAGTTTCTTGGCAATTCTTCTTTACGAAAGTTGGACTTGTCATCAAATCCACTT
177 L L A K N K I L AL RSEZEWLTETFULSGNSSLIR RIKILUDILSSNZ®PL
Xmal (1211) BstXI (1223)
1201 AAAGAGTTCTCCCCGGGGTGTTTCCAGACAATTGGCAAGTTATTCGCCCTCCTCTTGAACAACGCCCAACTGAACCCCCACCTCACAGAGAAGCTTTGCT
211 K E F S P G C F Q Tl G KL F AL LLNNAQLNWPHLTETKTLC
Pvull (1347)
1301 GGGAACTTTCAAACACAAGCATCCAGAATCTCTCTCTGGCTAACAACCAGCTGCTGGCCACCAGCGAGAGCACTTTCTCTGGGCTGAAGTGGACAAATCT
244kW E L S N T S 1 Q N L S L ANNA QLULATSESTTFSGLIKWTNL
1401 CACCCAGCTCGATCTTTCCTACAACAACCTCCATGATGTCGGCAACGGTTCCTTCTCCTATCTCCCAAGCCTGAGGTATCTGTCTCTGGAGTACAACAAT
277" T Q L DL S Y NNULUHDVGNSGS ST FSYULU®PSLIRY LS LEY NN
Acc651 (1546)
1501 ATACAGCGTCTGTCCCCTCGCTCTTTTTATGGACTCTCCAACCTGAGGTACCTGAGTTTGAAGCGAGCATTTACTAAGCAAAGTGTTTCACTTGCTTCAC
3112 | Q R L S P R S F Y GL S NUL RY L SLI KU RAFTW KN QSVSL A'S
1601 ATCCCAACATTGACGATTTTTCCTTTCAATGGTTAAAATATTTGGAATATCTCAACATGGATGACAATAATATTCCAAGTACCAAAAGCAATACCTTCAC
344 H P N I D D F S F QWUL K Y L EY L NMDUIDNNI®PSTIKSNTTFT
1701 GGGATTGGTGAGTCTGAAGTACCTAAGTCTTTCCAAAACTTTCACAAGTTTGCAAACTTTAACAAATGAAACATTTGTGTCACTTGCTCATTCTCCCTTG
377k G L VS L K Y L S L S K TFTSLQTLTNETTFUVS LAUHSPL
1801 CTCACTCTCAACTTAACGAAAAATCACATCTCAAAAATAGCAAATGGTACTTTCTCTTGGTTAGGCCAACTCAGGATACTTGATCTCGGCCTTAATGAAA
411 L T L N L T K NH I S K I A NGTUFSWULGOQUL RI L DULGTL NE
BglII (1951)
1901 TTGAACAAAAACTCAGCGGCCAGGAATGGAGAGGTCTGAGAAATATATTTGAGATCTACCTATCCTATAACAAATACCTCCAACTGTCTACCAGTTCCTT
4441 E Q K L S G QE WRGLIRNI FE 1T YL SYNIKYULQL STS SF
EcoRV (2058)
2001 TGCATTGGTCCCCAGCCTTCAAAGACTGATGCTCAGGAGGGTGGCCCTTAAAAATGTGGATATCTCCCCTTCACCTTTCCGCCCTCTTCGTAACTTGACC
477 A L V P S L QR LML RRVALIKNVDI SPSUPTFI RUPILIR RNTLT
Xbal (2165)
2101 ATTCTGGACTTAAGCAACAACAACATAGCCAACATAAATGAGGACTTGCTGGAGGGTCTTGAGAATCTAGAAATCCTGGATTTTCAGCACAATAACTTAG

511 | L D L S NNN1T A NI NEDWLULEGLENLTETI L DF QHNNIL
2201 CCAGGCTCTGGAAACGCGCAAACCCCGGTGGTCCCGTTAATTTCCTGAAGGGGCTGTCTCACCTCCACATCTTGAATTTAGAGTCCAACGGCTTAGATGA
544 A R L W K R A NP G GP V NTFL K GL SHULUHI L NLESNGTLDE

BstBI (2328)
Bspl19I (2328)

2301 AATCCCAGTCGGGGTTTTCAAGAACTTATTCGAACTAAAGAGCATCAATCTAGGACTGAATAACTTAAACAAACTTGAACCATTCATTTTTGATGACCAG
5770 | P V G V F K N L F E L K S I NL GLINNTLNTZKTLTETPTFTI F DDQ
2401 ACATCTCTAAGGTCACTGAACCTCCAGAAGAACCTCATAACATCTGTTGAGAAGGATGTTTTCGGGCCGCCTTTTCAAAACCTGAACAGTTTAGATATGC
611 T S L R S L N L Q K NL I TS VEZKHDVTFG GPPTFU QNLNSTLTDM

BbrPI (2519) Hpal (2544)

2501 GCTTCAATCCGTTCGACTGCACGTGTGAAAGTATTTCCTGGTTTGTTAACTGGATCAACCAGACCCACACTAATATCTCTGAGCTGTCCACTCACTACCT
644 R F N P F D C T CESI SWFVNWI NOQTHTNISETLSTHY.L
2601 CTGTAACACTCCACATCATTATTATGGCTTCCCCCTGAAGCTTTTCGATACATCATCCTGTAAAGACAGCGCCCCCTTTGAACTCCTCTTCATAATCAGC
677 C N T P HH Y Y GF P L KL F DTS SSCKUDJSAZPTFTETLTLTF I 1 5

Xeml (2701)
2701 ACCAGTATGCTCCTGGTTTTTATACTTGTGGTACTGCTCATTCACATCGAGGGCTGGAGGATCTCTTTTTACTGGAATGTTTCAGTGCATCGGATTCTTG
711 T S M L L V F I L V VL L 1 HI EGWR RTI SFYWNVSVHTZ R I L



Tth111I (2874)
2801 GTTTCAAGGAAATAGACACACAGGCTGAGCAGTTTGAATATACAGCCTACATAATTCATGCCCATAAAGACAGAGACTGGGTCTGGGAACATTTCTCCCC
744 G F K E I D T QA E QF EY TAY I I HA HIKIDU RIDMWVWTEHTF S P
2901 AATGGAAGAACAAGACCAATCTCTCAAATTTTGCCTAGAAGAAAGGGACTTTGAAGCAGGCGTCCTTGGACTTGAAGCAATTGTTAATAGCATCAAAAGA
777 M E E Q D Q S L K F C L E ERDTFEAGVLSGLTEATI VNS I KR
3001 AGCCGAAAAATCATTTTCGTTATCACACACCATTTATTAAAAGACCCTCTGTGCAGAAGATTCAAGGTACATCACGCAGTTCAGCAAGCTATTGAGCAAA
811 S R K I 1 F V I T HH L L KWDU PULT CRI RTFIKVHHAYVQQAI E Q
3101 ATCTGGATTCAATTATACTGATTTTTCTCCAGAATATTCCAGATTATAAACTAAACCATGCACTCTGTTTGCGAAGAGGAATGTTTAAATCTCATTGCAT
844N L D S I |1 L I F L QN1 P DY KL NHALTCLZ RIRGMT FIKSHTCI
EcoRI (3272)
3201 CTTGAACTGGCCAGTTCAGAAAGAACGGATAAATGCCTTTCATCATAAATTGCAAGTAGCACTTGGATCTCGGAATTCAGCACATTAAACTCATTTGAAG
877k L N W P V Q K E R 1 NAF HHIKULQVALGSI RNSAH e
Nhel (3318)
3301 ATTTGGAGTCGGTAAAGGGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTT

Hpal (3456)
3401 GTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGG

EcoRI (3552)
3501 GGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCT
- -

3601 CTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTT

SapI (3734)
3701 TAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAG

Swal (3805) EcoO1091 (3866)
3801 AAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTG

3901 GACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAAT
4494 ¢ N R T Y K L P I L E E |
BstXI (4095)
4001 GGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACC
1284 T T K VL K G NM E I L VF CDZPAYUDS 1 LEZRT CMGT CZPS VYV
4101 CTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGG
944R | S R D V E D S Y P HR VAV I TDFDI K QGNSVASGI A Il A
Stul (4230)
4201 CTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTT
611 E A C VT VR G I Y A E I HV A S I I EGTIKTWR R 1T A A GV HHK
4301 GTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAG
288 N D E Y L M T 1 K E TAVEVLELDO QS I NFTIKM-—m
Asel  (4438)
4401 TGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCT
o

Spel (4593)
4501 CTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTC
-

4601 AAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT

SnaBI (4721)
4701 CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCA

NdeI (4826)
4801 TTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAG

4901 TCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGT

Pacl (5012)
PstI (5005)

Sdal (5004) BspLU11I (5022)
5001 AACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCC
—_ -

5101 CCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGT

5201 GCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTC

ApaLI (5336)
5301 AGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCA

5401 ACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTG

5501 GCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAA

5601 CAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGT




Eagl (5772)
Pacl (5752) Swal (5761) Notl (5771)
5701 CTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCA

5801 TTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCA
5901 GTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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