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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV (441)
401
Agel (552) BspHI (568)
501 CTGAGATCACCGGTAGGAGGGCCATCATGACTAAACCAAATTCCCTCATCTTCTAC
»- 1M T K P N S L I F Y
601 TGTATCATTGTTTTAGGACTGACACTTATGAAAATCCAATTATCTGAGGAATGTGAGCTTATCATAAAGAGGCCAAACGCAAACCTTACCAGAGTGCCCA
11 C | Il v L G L T LM K1 QUL S EECTE L I Il K R P NA N L T R V P

Bglll (728)
701 AGGACCTACCCTTGCAAACAACTACTTTA%ATCTATCACAAAACAATATATCTGAGCTTCAGACTTCTGACATCCTCTCATTGTCCAAGCTGAGGGTCCT
44K D L P L QT T TLDLSI QNNISETLSU QTS SUDTIULSTULSIKTLTZ RUVL
801 GATAATGTCCTACAACAGACTCCAGTATCTTAATATCAGTGTTTTCAAATTCAACACAGAGCTGGAATATTTGGATTTGTCCCACAATGAGCTAAAGGTG
77 - 1 M S Y NR L Q YL NI SV F KTFNTTETLTETYTLUDTLSHNTETL KV
901 ATCTTGTGCCACCCAACAGTCAGCCTCAAGCATTTGGACCTCTCCTTTAATGCCTTTGATGCCCTGCCTATATGCAAAGAATTTGGCAACATGTCCCAAC
111 | L C H P T V S L K HL DULSTFNATFIDATLZTPI CKTETFGNMSAOQ

BsrBI (1016) Pvull (1047)

1001 TACAGTTCCTGGGGTTGAGCGGTTCTCGGGTACAAAGTTCAAGTGTGCAGCTGATTGCTCATTTGAACATCAGTAAGGTTTTGCTGGTGTTAGGAGATGC
144¥L Q F L G L S G S RV QS SSVQLI AHLNISIKVLTLVLGT DA
1101 TTATGGGGAAAAAGAAGACCCCGAATCTCTTCGGCACGTTAGCACTGAGACTCTGCATATTGTTTTCCCGTCGAAAAGAGAATTCCGTTTTCTTCTGGAT
177 'Y G E K E D P E S L RHV STETTLUHTI VFPSKZ RTETFR RTFTLTLTD

Pvul (1216) HindIII (1293)
1201 GTGTCCGTCAGCACTACGATCGGTTTGGAACTGTCTAACATCAAGTGTGTGCTTGAAGACCAGGGCTGCTCTTATTTCTTACGTGCTTTGTCAAAGCTTG
211 V. S v S T T I G L E L S NI K C VL E D QGT CSYTF LR RATLSTKL
1301 GAAAGAATCTGAAGCTCTCAAATCTTACCCTGAACAATGTGGAAACAACGTGGAATTCCTTCATTAATATCCTCCAGATAGTTTGGCATACGCCAGTCAA
244G K N L K L S NL TLNNVETTWNSTF I NI LQI VWHTTZPVK
1401 ATATTTCTCAATTTCAAATGTGAAGCTACAAGGTCAACTTGCCTTCAGGATGTTCAATTATTCTGACACTTCTCTGAAGGCTTTGTCGATACATCAAGTT
277 Y F S I S NV KL QGQLAFURMTFNYSDTSLIKATLTSTI HAOQYV
1501 GTCACTGATGTCTTCAGCTTCCCCCAAAGTTACATATACAGTATCTTTGCCAATATGAACATCCAAAACTTTACAATGTCTGGAACACACATGGTCCACA
31l V T D VF S F P QS Y Il YSI FANMNIU QNTFEFTMSGTHMVH
1601 TGCTGTGCCCGTCCCAAGTTAGCCCATTTCTGCATGTGGACTTTACAGATAACCTTTTAACAGACATGGTTTTTAAAGACTGTAGAAACTTAGTTAGATT
344kM L C P S Q VS P F LHVDTFTDNLTULTUDMVTFEFTZ KT DT CRNTLVRL
1701 GAAAACACTTAGTTTACAAAAGAATCAGTTAAAAAACCTTGAGAATATAATCCTCACATCTGCAAAGATGACATCCCTACAAAAACTAGACATTAGCCAG
377 K T L S L Q K NQL KNILENTI I L TSAKMTSTULAOQKTLTUDTI S Q
BstBI (1871)
Bsp1191 (1871)
1801 AATTCTCTAAGGTACAGCGATGGGGGAATCCCATGCGCCTGGACCCAGAGTTTGTTAGTTTTAAATTTGTCTTCGAATATGCTTACAGGCTCTGTCTTCA
4117 N S L R 'Y S D G G I P CAWTOQSULLVLNLTSSNMLTGS VTF
BstAPI (1979)
PstI (1977)
Sdal (1976)

1901 GATGCTTACCTCCCAAAGTCAAGGTCCTTGACCTTCACAACAACAGGATAATGAGCATCCCTAAAGATGTCACCCACCTGCAGGCTTTGCAGGAACTCAA
444 R C L P P K V K VL DL HNN NI RI M S I PKDVTHTLG QATLTG QETL N
2001 TGTAGCATCCAACTCCTTAACTGACCTTCCTGGGTGCGGGGCCTTCAGCAGCCTTTCTGTGCTGGTCATCGACCATAACTCAGTTTCCCATCCCTCTGAG
4770 'V A S N S L T bDLP GO CGATFSSLSVLVIDUHNSVSHTZPSE

Tth111I (2178)

2101 GATTTCTTCCAGAGCTGTCAGAATATTAGATCCCTAACAGCGGGAAACAACCCATTCCAATGCACATGTGAGCTGAGGGACTTTGTCAAGAACATAGGCT
511 D F F Q S C Q N I R S L T A GNNZPTFOQCTT CETLT RTDTFVKNI G
2201 GGGTAGCAAGAGAAGTGGTGGAGGGCTGGCCTGACTCTTACAGGTGTGACTACCCAGAAAGCTCTAGGGGAACTGCACTGAGGGACTTCCACATGTCTCC
S544¢W V A R E V V E G WP D S Y R C DY P E S SRGTALU RTDTFUHMSUP
2301 ACTATCCTGTGATACTGTTCTGCTGACTGTCACCATCGGGGCCACTATGCTGGTGCTGGCTGTCACTGGGGCTTTCCTCTGTCTCTACTTTGACCTGCCC
577 L S C DTV LLTVTI GATMLVLAVTGATFTLTCTLYTFTDTLP
2401 TGGTATGTGAGGATGCTGTGTCAGTGGACACAGACCAGGCACAGGGCCAGGCACATCCCCTTAGAGGAACTCCAGAGAAACCTCCAGTTCCATGCTTTTG
611 W Y V R M L C Q W T Q T R HRARUHI PLETETLTI QQRNLIOQTFHATF
2501 TCTCATACAGTGGGCATGATTCTGCCTGGGTGAAGAACGAATTACTACCCAACCTAGAGAAAGATGACATCCAGATTTGCCTCCATGAGAGGAACTTTGT
644V S Y S G H D S A WV KNZETLTLUZPNLTETZ KUDUDTI Q1 CLHETRNTFV
2601 CCCTGGCAAGAGCATTGTGGAGAACATCATCAATTTCATTGAGAAGAGTTACAAGTCCATCTTTGTGCTGTCTCCCCACTTCATCCAGAGTGAGTGGTGT
677 P G K S I V E N I I N F I E K S Y K S I F VL SPHTFI QSEWC

Scal (2785)

2701 CATTATGAACTCTATTTTGCCCATCACAATCTCTTCCATGAAGGCTCTGATAACTTAATCCTCATCTTGCTGGCACCCATTCCCCAGTACTCCATCCCTA
711 H Y E L Y F A HHNULTFWHETGSTUDNTLTI LI LLAPTIPOQY S I P
2801 CCAATTACCACAAGCTCAAAACTCTCATGTCACGAAGGACCTATCTGGAATGGCCCACAGAGAAGAACAAGCATGGACTTTTTTGGGCAAACCTAAGAGC
744 T N Y H K L K T LM S RU RTYULEMWTPTTETZKNI KU HGTLTFMWANTLTRA



Hpal (2919) BamHI (2955) Ndel (2995)
2901 ATCCATTAATGTTAAGCTGGTTAACCAGGCAGAAGGAACGTGTTACACACAGCAAGGATCCTATCCCTATGATGTGCCAGACTATGCTGGCTATCCATAT
777* 'S I NV KL VN QATEGTT CYTQQGSYPYDV®PDYAGYPY
Msel (3058)
Nhel (3052)
3001 GATGTTCCTGATTATGCTGGATACCCTTATGATGTGCCAGACTATGCCTAAAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACC
811 D V P D Y A G Y P Y D V P D Y A o

Hpal (3190)
3101 ACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACA

Mfel (3201)
3201 ACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATAC
- -

3301 AGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATT

SapI (3468)
3401 AGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTG

Swal (3539)
3501 ACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCA

3601 AGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGT
+414 o N
3701 TCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGAT
1394 R T Y K L P I L E E I T T K V L K GNWME I L VF CDUPAY DS
SaclI (3800)
3801 GAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTC
964 L E R C M G C P SV VR 1 SRDVETUDSYU®PHRVAV I TDTF DK
Stul (3964)
3901 TGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAG
724Q G NS VA S G I Al A EACVTVZ RGI Y AE I HVA S I I E G T
4001 TCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGA
394 K T R I A A GV HHKNUDTEYLMT Il KETAVEVLTETLDIZGQAQS
BspHI (4114)
4101 GATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCG
64 I N F T K M - <
Sacl (4229)
4201 TCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTA

Spel (4327)
4301 CGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTAT
e

SnaBI (4455)
4400 CCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGT

Ndel (4560)
4500 ACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTA

4600 CCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGC

Pstl (4739)

Sdal (4738)  Pacl (4746)
4700 GGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAA
-

4798 AAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTAT

4898 AAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAG

ApaLI (5070)
4998 CGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGAC

5098 CGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGA

5198 GGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTAC

5298 CTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAA

Pacl (5486) Swal (5495)
5398 GGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACAT

Eagl (5506)

NotI (5505)
5498 TTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAA
5598 ACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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