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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl406I (203) HindIII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV  (441)

Nael (441)
401

BspHI (560)
Agel (552)

501 CTGAGATCACCGGTCATCATGAGCCTCTCCATGAGAGATCCGGTTATCCCTGGGAC

- 1M S L S MR DUPV I P G T

601 AAGCATGGCCTATCATCCCTTCCTACCTCACCGGGCGCCGGACTTCGCCATGAGCGCGGTACTGGGCCACCAGCCGCCTTTCTTCCCCGCGCTAACGCTG
13 S M A Y HPFLPHRAPDT FAMSAVLGHAOQPUPTFFPATLTHL

Xceml (743)
701 CCTCCCAACGGCGCCGCGGCGCTCTCGCTCCCCGGAGCTCTGGCCAAGCCCATCATGGATCAGTTAGTGGGGGCTGCTGAGACCGGCATCCCTTTCTCAT
47 P P NG A A AL SLPGALAKZPI MDOQLVGAAETTGI P F S

SandI (804)
801 CCCTGGGACCCCAGGCACATCTGAGGCCTCTGAAGACCATGGAACCCGAAGAAGACGTAGAAGATGACCCTAAGGTGCACCTGGAGGCGAAGGAACTTTG
80*S L G P Q AHLRUPULIKTMEUZ PETEWDVET DU DT PIKVHLTEA ATIKTETLW
BsaBI (927)
901 GGACCAGTTTCACAAGCGGGGTACAGAGATGGTCATCACGAAGTCAGGAAGGCGAATGTTCCCTCCGTTTAAAGTGAGGTGCTCTGGACTGGATAAAAAG
113 D Q F H K R G TEMV I TKSGRIRMTFUZPZPTFI KV RICSGL DK K
PshAI (1036)
1001 GCCAAGTATATTTTATTGATGGACATTATAGCTGCTGACGACTGTCGATATAAATTTCACAACTCTCGGTGGATGGTGGCCGGTAAGGCAGACCCCGAAA
147 A K Y I L L M DI I A ADDT CR RY KT FHNSI RWMVAGTZKATDPE
1101 TGCCAAAGAGAATGTATATACACCCGGACAGCCCCGCTACGGGGGAGCAGTGGATGTCCAAAGTCGTCACTTTCCACAAACTGAAACTCACCAACAACAT
1890M P K R M Y I HP DS PATSGEI QWMSIKV VTTFHIKILIKTILTNN.I
PpulOl (1234)
Nsil  (1234) EcoRV (1276) Scal (1297)
1201 ATCGGATAAACACGGATTTACTATACTAAACTCTATGCATAAGTACCAGCCGCGGTTCCACATCGTCAGAGCCAACGATATCCTGAAACTGCCTTACAGT
213 S D K H G F T I L NSMHIKY QPR FHI VRANU DI L KL P Y S
BstBI (1304) EcoRI (1330)
1301 ACTTTTCGAACCTACCTGTTCCCGGAAACAGAATTCATCGCCGTTACTGCCTATCAGAATGACAAGATAACTCAGTTAAAAATAGACAACAATCCCTTTG
247 T F R T Y L F P ETETF I AV TAYQNDI K I T QLI K1 DNNZPTF
1401 CAAAGGGTTTTCGAGACACTGGCAATGGCAGGAGAGAAAAAAGAAAGCAGCTCACACTGCAGTCCATGAGAGTGTTTGAC GAGAGGCATAAGAAGGAGAC
280PA K G F R D T G N G R R E KR K QL TLQSMUR RV FDTETRUHTEKIKTET
BglIl (1593)
1501 TTCGGATGAGTCCTCCAGCGAGCAGGCAGCCTTCAACTGCTTTGCCCAGGCATCCTCTCCTGCTGTCTCCATCGTGGGGACATCCAACCTCAAAGATCTG
313 S D E S S S EQAATFNTZ CFAQASSPAV S 1T VGTSNLIKDTL
1601 TGTCCCAGCGAAGCCGAGAGTGACGCCGAGGCTGAGAGCAAGGAGGAGCACGGCCCTGAGGCCTGCGACGCGGCCAAGATTTCCACCACCACGGCCGATG
347 C P S E A E S DA EATESKETEHSGPTEATCDAAIKTI S TTTATD
1701 AGCCAGGCCGCGACAAGGGCAGCCCAGCAACCAGGGCGCAGCTGTTCCCCGCGGAGCCCAGCCGGGCCCGCGACACCGCGCGTCTGGACAAGGCATCGCC
380kE P G R D K G S P A TRAQLTFUPAEUPSI RARTUDTARILTUDIKASP
1801 AGACTCGCGCCATAGCCCGGCCACCATCTCGTCCAGCACGCGAGTTCCGGGAGCTGATGAGCGCAGGAGTCCCGGGCGCGAGGGTCCAGTCGCCACCAAG
413 D S R HSPAT 11 SSSTHRVPGADTEI RI RS®PGRTETGTPVATK
BssHII (1911)
BssHII (1909)
1901 GTGGATGAGGCGCGCGCGATTCCTGCCAAGGACGCCTTCGCTCCACTGTCGGTGCAGACAGACGCCACCGCGCACCTAGCGCAGGGGCCCCTCCCGGGCT
447 V D E A R A I P A KDAFAPLSVQTDATAUHLAROQGZ®PL PG
Sfil  (2014) BsrBI (2047)
2001 TGGGTTTCGCCCCAGGCCTTGCGGGCCAGCAGTTCTTCAACGGGCACCCGCTCTTCCTGCACCCGGGCCAGTTCGCCATGGGCGGCGCCTTCTCTAGCAT
480¥L G F AP G L AGQQFFNU GHUPLTFLHPG G QFAMGS GATF S SWM
BspEI (2134) SgrAl (2145)
2101 GGCTGCAGGCATGGGGCCCCTGCTGGCCACAGTATCCGGAGCATCCACCGGCGTCTCAGGCCTAGAATCCACAGCCATGGCCTCGGCTGCCGCAGCGCAG
513 A A GM G P L LATVSGASTS GV S GLTESTAMASAAAANQ Q
2201 GGACTGTCTGGGGCGTCGGCTGCCACCCTGCCCTTCCACCTCCAACAACACGTTCTGGCCTCCCAGGGCTTGGCTATGTCGCCTTTCGGGAGCCTGTTTC
547 G L S G A S AATLPFHL QQHVLASAQGLAMSUZ®PTFGS L F
SphI (2393)
2301 CTTACCCCTACACATACATGGCTGCAGCAGCTGCAGCCTCCACCGCGGCCGCCTCCAGCTCCGTGCACCGCCACCCGTTCCTCAATTTGAACAGCATGCG
580kP Y P Y T Y M A A A AAASTAAASSSVHRHPTFILNLNSMR R
2401 CCCCAGGCTGCGTTACAGCCCCTATTCCATCCCCGTCCCAGTGCCGGATAGCAGCAGTTTGCTGGCCACAGCTTTACCATCAATGGCTTCCGCCGCGGGG
613» P R L R Y S P Y S I PV PVZPDJSSSLILATALUZPSMASAASG
BsrBI (2577)
2501 CCCCTAGACGGCAAAGCGGCCGCCCTGGCAGCCAGCCCAGCCTCGGTGGCTGTGGACTCGGGGTCGGAACTGAACAGCCGCTCGTCCACGCTGTCCTCTG
647 P L D G K AA AL AASPASVAVDSS G SETILNSI RSSTTL S S
2601 GCTCAGTGTCCTTGTCACCCAAACTCTGCTCCGAGAAGGAGACGGCTACCAGCGAACTGCAGAGTATCCAGCGGCTGGTCAGTGGCTTGGAAGCCAAGCC
680G S vV S L S P K L C S E K E T A TS EL QS 1 QR L V S GLEATZK@P



SandI (2716) Nhel (2755)
2701 AGACAGGTCTTGCAGCGGGTCCCCTTAAAAACAAGAAAAACAAAATCGCCCCCTCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAA
713 D R S C S G S P o

Hpal (2893)
2801 ACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACA

Mfel (2904) EcoRI (2989)
2901 ACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAA
- -

3001 TACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGC

3101 ATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCA

Sspl  (3228) Swal (3242)
3201 CTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGC

3301 TCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTT
+414 o
3401 AGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGA
1404 N R T Y K L P I L E E I T T K V L K GNWME 1Tl L VF CDUPAY DS
3501 GATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCC
1741 L E R C M G C P S V VIR I SRDVEDSYUPHRVAUVI TDTFTD
3601 TTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCC
73K Q G NS VA S G I A1 A EACVTVZ RGI Y AE Il HVA S I I E G
3701 CAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTG
404 T K T R I A A GV HHIKNDTEYLMT 1l KETAVEVLTETLTDA QNAQ
BspHI (3817)
XmnlI (3809) Asel (3875)
3801 AGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATG
74 S I N F T K M == -~
3901 GCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTG

Spel (4030)
4001 TTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGC
e

SnaBI (4158)
4100 TATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCA

Ndel (4263)
4200 TGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGT

4300 TTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTG

Sdal (4441)Pacl (4449) BspLU11I (4459)
4400 GGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGT
e

4498 AAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGAC

4598 TATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGG

4698 AAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCC

4798 GACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAG

4898 CGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGT

4998 TACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAA

Pacl (5189)
5098 AAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAA

Swal (5198)
5198 CATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAAC
5298 AAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA



	TechSheet
	Map
	Sequence



