Sgfl (6)

Pvul (7)
Mfel (82)
EcoNI (96)
Psp14061 (203)
Eagl (4411) HindIII (245)
Notl (4410) EcoNI (287)
Swal (4400) Bsu361 (291)
Pacl (4391) —

ael (441)
NgoMIV (441)
KasI (535)
Agel (552)

BspLU11I (560)
Tth111I (575)
Ndel (698)
Sphl (718)
Nsil (720)
Ppul0l (720)

ApaLI (3975)
hEF1-HTLV prom

pMBI1 ori

BspLU11I (3661) mTANK (ITRAF) isoform "beta"

Pacl (3651)
Pstl (3644)
Sdal (3643)

hCMYV enh
Ndel (3465)

pUNO1-mTANKDb Nhel (1119)
(4575 bp) Dralll (1179)

Afel (1230)
Ecod7III (1230)

SnaBI (3360)

Spel (3232) hCMYV prom

Asel (3077)
BspHI (3019)

Dralll (1627)

Stul (2869) (h) Bglobin p(A) SV40 p(A)

Acc65I  (1770)
Asp7181  (1770)

EcoRI (1816)
Spel (1926)

BstXI (2734)

Hpal (2095)
100 Swal (2444)

Mfel (2106)
Sspl  (2430)
= EcoRI (2191)

A
¥ InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Bsu36I (291)
Psp14061 (203) HindIII (245) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV  (441)
Nael (441)
401
BspLU11I (560)
KasI (535) Agel (552) Tth111I (575)
501 CTGAGATCACCGGTCAACATGTCTTTAAAGAGACATAGTCTGCGAAGGAACGCCTG
- 1M S L K R HS LRI RNAC
Ndel (698)
601 TCACCTGGAGACGAGAGCTGGCATTCCTACCATCCTTTATAGTGATGCTACAGGACAAAGAGGAATGGATAAAAACATTGGTGAGCAACTCAATAGAGCA
13 H L ETRAG I P TI1 LY SDATG G QRS GMDIKNIGET QLNTR RA
Ppul0l (720)
Nsil  (720)
SphI (718)

701 TATGAAGCCTTCCGACAGGCATGCATGGATAGAGATTCAGCAGTAAGAGAGCTACAGCAAAAG ACTGAGAACTATGAACAAAGAATACGCGAGCAACAGG
47" Y E A F R Q ACMDU RDSAVURETLI QQK TENYTETI QRI REQQ
801 AACAGCTGTCATTTCAACAAAACCTAATTGACAGGCTGAAATCACAGCTACTTCTCGTGGATTCTAGTCGAGATAACAGTTATGGCTATGTACCTTTGCT
80FE Q L S F Q Q NL I DRLIKSOQLTULTLVDSJ SRUDNSYGY VZPLL

901 TGAAGACAGTGACAGAAGGAAGAATAATTTGACCCTTGATGAACCACATGATAAAGTGAAACTAGGAACACTGAGAGATAAGCAATCAAAGGTGAGACGA
113* E D S D R R K NNULTUL DEPHUDI KV KLSGTILZRDI KA QSIKVRR
1001 CAAGAAGTTTCTTCTGGAAAAGAATCCGCCAAGGGTCTCAACATCCCTCTGCATCACGAAAGGGATAATATAGAGAAGACTTTCTGGGACCTTAAAGAAG

147* Q E VS S G K E S A K GULNI PLHHEHRTDNIEIKTTFWDIL K E
Nhel (1119) Dralll (1179)

1101 AATTTCATAGGATTTGCTTGCTAGCAAAAGCACAGAAAGATCACTTAAGCAAACTTAATATACCAGATATTGCAACTGACACACAGTGTTCTGTGCCTAT

180 E F H R I C L L A KAQKWDWHLSKLNI PDIATHDTAOQCS VP I

Eco47IIT (1230)
Afel (1230)
1201 ACAGTGTACTGATAAAACAGAGAAACAAGAAGCGCTGTTTAAGCCCCAGGCTAAAGATGATATAAATAGAGGTATGTCGTGCGTCACAGCTGTCACACCA
213 Q C T D K T E K Q E AL F KP QAIKUDU DI NRGMSTCVTAVTFP
1301 AGAGGACTGGGCCGGGATGAGGAAGATACCTCTTTTGAATCACTTTCTAAATTCAATGTCAAGTTTCCGCCTATGGACAATGACTCTATTTTTCTACATA
247" R G L G R D E E DTS TFESL S KFNVI KT FPPMDNIDT S I F L H
1401 GCACTCCAGAGGCCCCGAGCATCCTTGCTCCTGCCACACCTGAGACAGTGTGCCAGGACCGATTTAATATGGAAGTCAGAGACAACCCAGGAAACTTTGT
280kS T P E A P S 1 LA PATWPETVCQDI RT FNMMEVRIDNPGNTF V
1501 TAAAACAGAAGAAACTTTATTTGAAATTCAGGGAATTGACCCCATAACTTCAGCTATACAAAACCTTAAAACAACTGACAAAACAAACCCCTCAAATCTT
313 K T E E T L F E I Q G1 DP 1 T SAI1I QNULIKTTWDIKTNUPSNL
Dralll (1627)
1601 AGAGCGACGTGTTTGCCAGCTGGAGACCACAATGTGTTCTATGTAAATACGTTCCCACTTCAAGACCCGCCTGACGCACCTTTTCCCTCACTGGATTCCC
347 R A T C L P A GDUHNVFYVNTTFU®PLAQDU®PU®PDAZPTFPS L DS
Asp7181 (1770)
Acc651 (1770)
1701 CAGGAAAGGCTGTCCGAGGACCACAGCAGCCCTTTTGGAAGCCTTTTCTTAACCAAGACACTGACTTAGTGGTACCAAGTGATTCAGACTCAGAGCTCCT
380k P G K AV R G P Q Q P F WKUPTFLNQDTDULVVZPSDSDSETLL
EcoRI (1816)
1801 TAAACCTCTAGTGTGTGAATTCTGTCAAGAGCTTTTCCCACCATCCATTACATCCAGAGGGGATTTCCTCCGGCATCTTAATACACACTTTAATGGGGAG
413 K P L V CE F CQELFPPS 1 TSRGDTFULI RHLNTHTFNGE
Spel (1926)
1901 ACTTAAATCACGTTTGAAAACAGACAACTAGTCCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAA
447F T e

Hpal (2095)
2001 TGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAA

Mfel (2106) EcoRI (2191)
2101 CAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAA
[ -

2201 AATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGT

2301 GCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATG

SspI  (2430) Swal (2444)
2401 CACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGAT

2501 GCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCT




2601 TTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCA
1414 ¢« N R T Y K L P I L E E I T T K V L KGNWMTE Il L VF CDZPAYD
BstXI (2734)
2701 GAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGT
1074 | L E R CM G C P S V VR 1 SRDVETDTSY YU PHRVAUVI TDTFTD
Stul (2869)

2801 CCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTC
744 K Q G NS VA SGI AI AEACVTUVRGI YATETIHVASI I I E
2901 CCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGC
414 G T K T R I A A GV HHIKNDTETVYTLMTI KETAVEUVLTETLTDNAOQ

BspHI (3019) Asel (3077)
3001 TGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGA
7490 S I N F T K M = -
3101 TGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGT

Spel (3232)
3201 TGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACC
-t

SnaBI (3360)
3300 GCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGT

Ndel (3465)
3400 CATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCA

3500 GTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGT

Pstl (3644)

Sdal (3643)Pacl (3651)  BspLUIII (3661)
3600 TGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACC
-

3698 GTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGG

3798 ACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCG

ApaLI (3975)
3898 GGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGC

3998 CCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAG

4098 AGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCA

4198 GTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAA

Pacl (4391)
4298 AAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATT

Eagl (4411)
Swal (4400) NotI (4410)
4398 AACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAA
4498 ACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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