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1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
401
Ncol (560)
Agel (552)
501 CTGAGATCAccggtCACCATGGCGAGGGGCTTGGATCTAGCACCGCTGCTACTGCT
- 1I*M A R G LD LAUP L L L L

601 ACTGCTGGCGATGGCGACCCGCTTTTGCACGGCTCAGAGCAACTGTACATGCCCCACCAACAAGATGACGGTCTGCGACACAAATGGCCCAGGCGGGGTC
13 L L AMAT I RI FCTAQSNT CTT CU®PTNIKMTVTCDTNGU®PGG GV
701 TGCCAATGTCGGGCAATGGGCTCACAGGTATTGGTCGACTGCTCCACGCTAACTTCCAAGTGCCTGCTGCTCAAGGCGCGCATGAGCGCCCGGAAGAGCG
47 C Q C R AMG S QV LVDT CSTULTSKT CULULLI KA AR RMMSA AR RIK S
801 GCCGCAGCCTGGTGATGCCGAGCGAGCACGCGATACTGGACAACGATGGCCTCTACGACCCGGAGTGTGACGACAAGGGCCGCTTCAAGGCGCGCCAGTG
8*G R S L VM P S EHA I LDNDTGTULYDU&PETCDU DI KTGT RTFI KA AR RO QSTC
901 CAACCAGACCTCGGTGTGCTGGTGCGTAAACTCGGTGGGCGTGCGCCGCACGGACAAGGGAGACCAAAGCCTGCGCTGCGACGAAGTGGTGCGAACCCAC
113 N Q T S v CwW C VN SV GV R RTWDIKSGDA QS SULU RTCDEVV RTH
1001 CACATCCTCATTGAGTTGCGCCACCGCCCGACCGACCGAGCCTTCAACCACTCTGACCTAGACTCCGAGCTGCGGCGGCTCTTCCAAGAACGCTACAAGC
147 H |1 L | E L R HRPTWDI RATFNHSD LD S EULUZ RI RLTFQERYHK
1101 TGCACCCCAGCTTCCTATCCGCGGTACACTATGAGGAGCCCACCATTCAGATAGAGCTTCGGCAGAACGCGTCGCAGAAGGGCTTGAGAGACGTGGACAT
189 L H P S F L S AV HY EEWPT I Q I ELRQNASOQKTGTULR RDUVD I
1201 CGCTGATGCCGCCTACTACTTCGAAAGGGACATTAAAGGCGAGTCACTGTTCATGGGCCGCCGCGGCCTGGACGTGCAGGTGCGTGGGGAACCCCTGCAT
213 A D A A Y Y F E RD I K G E S L FMG R RGLDVAQVRGEUPTLH
1301 GTGGAGCGGACGCTCATCTACTACCTGGACGAGAAGCCCCCCCAGTTCTCCATGAAGCGCCTCACCGCCGGCGTCATTGCCGTCATCGCTGTCGTCTCGG
247 V. E R T L | Y Y LD EK P PQ F SMK I RLTAGV I AV | AV YV S
1401 TAGCGGTAGTGGCTGGTGTGGTGGTCTTGGTGGTCACCAAACGGAGGAAGTCGGGCAAATACAAAAAGGTGGAGCTTAAGGAGCTGGGGGAGATGAGAAG
280V AV V A G V V V LV VT K R RIK SGI K Y KKV ELIKETLSGTEMTR RS
Nhel (1537)
1501 CGAACCTAGCTTGTAGGTTTCCTGTAGGATGCCCCGAgCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAG
313 E P S L e
1601 TGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATT

1701 TTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTT
- -

1801 TAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCT

1901 CACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCC

2001 TTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATA

2101 TCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGA
#4141 ¢ N R T Y K L
2201 GGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACAT
1344 P | L E E I T T KV LKGNME I LV FCDUPAYUDS I L ERT CHWM
2301 GCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACA
14 G C P SV V R I S RDV EDSYPHU RVAYV I TDFDZKI QGN SV
2401 GCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGG
674A S G I A Il A EACV TV RG I YAEIHVAS I I EGTIKTR I A
2501 CCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTT
344 A G V H H K ND E Y LMT I K ETAV EV L ELDAQQS I N FTK
2601 CATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTG
11 M - -
2701 ACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAG

2801 TCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGT
-

2901 ACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCA

3001 GGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACC

3101 CATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGC




3201

3301

3401

3501

3601

3701

3801

3901

4001
4101

CATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCG
e

TTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTC

CCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAG

CTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGT

AACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTA

CAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGG

TAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCT

TTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAA

TAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTA
GCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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