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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
Nael (441)
401

Ncol (560)
BstEII (555) Pstl (572)
Kasl (535) Agel (552) Pvull (569)

501 CTGAGATCACCGGTCACCATGGCGGCAGCTGCAGCAGGACCTGCATCGTCCCAGCG
- 1M A A AAAGPAS S QR
Stul (668)

BamHI (636) BstXI (665) BspEI (684)
601 GCTTTTCCAGAGCTTCTCAGATGCTCTGATCGACGGGGATCCCCAGGCAGCATTAGAGGAGCTGACCAAGGCCTTGGAACAGAATCCGGATGACGCACAG
13 L F Q S F S DAL I DGUDUPI QAATLTETETLTI KALTET QNZPDTDANAQ
701 TATTACTGTCAGAGAGCTTATTGTCACATTCTTCTTGGGAAATACCGTGATGGTATTGCCGATGTAAAGAAGTCTCTTGAACTCAATCCAAATAATTGTA
47 Y Y C Q R A Y C H Il L L G K Y RDSGI A DVIKIKSLETLNPNNSTC
801 CTGCTCTTCTGAGGAAAGGGATATGTGAATACCATGAAAAAGACTACGCTTCTGCCTTAGAAACATTTGCAGAGGGACAGAAATTAGATAGTACAGATAC
80T A L L R K G 1 CE Y HEIKWDYASALTETTFAES G QKLDSTODT
BsaBI (944) Tth111l (975)
901 CAATTTTGACACCTGGATTAAAAGATGCCAAGAAATTCAGAATGGATCAGAATCTGAAGTGTCTGCATCTCAGAGGACCCAGTCAAAAATCAAGTATGAC
113 N F D T W I K R C Q E I Q NG S E S EV SA S QR TQS K 1 K YD
1001 TGGTATCAAACCGAGTCTCACGTAATCATCACCCTTATGATCAAGAGCGTTCAGAAGAATGATGTACGTGTGGGATTTTCAGAGAGAGAGTTGTCTGCTT
147 W Y Q T E S HV I I T L M1 KSVQKNDV RV GTFSERTETLSA
BbsI (1120) Scal (1182)
1101 TGGTGAAAATTCCTGCTGGAGAAGACTACAGTTTGAAGCTGAGGCTGCTCCACCCTATAATACCAGAACAGAGTACATTCAAAGTACTTTCAACAAAGAT
180kL V K I P A G E DY S L KL RULULMH®PI I PEQSTTFI KV L S T K I
Xmnl (1272) BspLU11I
1201 TGAAATTAAAATGAAAAAGCCAGAGGCGGTGAGATGGGAAAAGCTAGAGGGACAAGGAGATGAGCCCACACCGAAACAGTTCACAGCAGATGTAAAGAAC
213 E | K M K K P EAVIRWETZ KILTESGQGDTEU®PT®PIKQFTAUDV KN
1301 ATGTATCCGTCCTCATCTCACTATACCCGGAACTGGGATAAGTTGGTTGGCGAAATCAAAGAAGAAGAAAAGAACGAGAAGCTGGAGGGCGACGCAGCTT
247 M Y P S S S HY T R NWD KL V G E I K EEEIKNTEIKILTEGDAA
BglIl (1418)
1401 TAAACAAGTTATTCCAGCAGATCTACTCAGACGGTTCCGATGAAGTGAAACGTGCCATGAACAAGTCATTTATGGAGTCTGGTGGTACAGTCTTGAGTAC
280kL N K L F Q Q 1 Y S DG SDEVI KH RAMNIKT ST FMETSSGSGTUVL ST
Scal (1565)
1501 CAACTGGTCTGATGTAGGTAAAAGGAAAGTTGAAATCAACCCTCCCGATGATATGGAATGGAAACAGTACTAAATAAATCAATTTGCTATCACTGTATTG
313 N W S DV G KR KV E | NP P DIDMEMWIK QY e
Mscl (1609)
Nhel (1603)
1601 CGTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATG

Hpal (1741) Mfel (1752)
1701 CTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGT

EcoRI (1837)
1801 TTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTT
-

1901 TCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTAT

SspI  (2076) Swal (2090)
2001 TTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATAC

2101 ATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAA

2201 GGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAG
+494 ¢« N R T Y K L P I L E E I T T K V L
Sacl (2351) BstXI (2380)
2301 CTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCC
1234 K G NM E I L VF CDZPAYDSI1ILEZ RT CMGT CPSVVRI SRTD
2401 ACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAG
894V E D S Y P HR VA V I T DFDI KGO QGNSVASGI A1l AEATCUVT
Stul (2515)
2501 TGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAG
s64 V R G I Y A E | HV A S I |I EGTIKTRI1I AAGVHUHIEKNDE YL




BspHI (2665)
BbsI (2661)
Xmnl (2657)
2601 CATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATAC

234 M T | K E T AV EVLELUDA QQS I NFTKM=--
Asel (2723) Sacl (2780)
2701 TATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGAC
-

Spel (2878)
2800 CTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCC
-

2899 ATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCG

SnaBI (3006)
2999 ATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAG

Ndel (3111)
3099 GGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGT

PstI (3290)
Sdal (3289)
3199 TACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAG G

Pacl (3297)  BspLUI1I (3307)
3298 TT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAG
-t

3397 CATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTG

3497 TTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTA

ApaLI (3621)
3597 GGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGA

3697 CACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACG

3797 GCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGC

3897 TGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAG

Eagl (4057)
Pacl (4037) Swal (4046) NotI (4056)
3997 TGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTG

4097 TGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCA
4197 GGTGCCAGAACATTTCTCTATCGAA
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