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Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl406I (203) HindIII (245)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301
NgoMIV  (441)
Nael (441)
401
BspHI (560)
Kasl (535) Agel (552)
501 CTGAGATCACCGGTCATCATGATTCATACCAACTTGAAGAGAAAGTTCAGCTGCTT
- 1M I H T N L KR K F S C F
601 TGTCCTGGTCTTTCTCCTGTTTGCCATCATCTGCGTGTGGAAGAAAGGGAGCGACTATGAGGCTCTTACATTGCAAGCCAAGGTATTCCAGATGCCGAAG
13 v L V F L L F A1l I CVWIKZIKTGSUDYTEALTLGI QAZIKVTFQMZPK
Xmnl (769)
701 AGCCAGGAGAAAGTGGCCGTGGGGCCTGCTCCCCAGGCTGTGTTCTCAAACAGCAAACAAGACCCTAAGGAAGGCGTTCAGATCCTCAGTTACCCCAGGG
47" S Q E K VA V G P A P QA V F S NSKIQDU&PIKTEG GVQI!l L SY PR
Bglll (884)
801 TCACAGCCAAGGTCAAGCCACAGCCCTCCTTGCAGGTGTGGGACAAGGACTCCACATACTCAAAACTTAACCCCAGGCTGCTGAAGATCTGGAGGAACTA
80V T A K V K P QP S L QVWUDIKU DS STYSKULNPR RTILTILIKTI WZ RNY

BbrPI (991)
901 TCTGAACATGAATAAATATAAAGTGTCCTACAAGGGGCCGGGACCAGGAGTCAAGTTCAGCGTAGAGGCGCTGCGCTGCCACCTTCGAGACCACGTGAAT
113 L NM N K Y KV S Y KGPGPGVKTFSVEATLT RT ECHTLTE RTUDIUHVN
BStEIT (1051)
1001 GTGTCTATGATAGAGGCCACAGATTTTCCCTTCAACACCACTGAATGGGAGGGTTACCTGCCCAAGGAGAACTTCAGAACCAAGGCTGGGCCTTGGCATA
147 V. S M | E A T DFUPFNTTEMWTETGYULZPIKTENTFRTI KATGTPWH
Pstl (1118) BspHI (1164)
1101 AGTGTGCCGTCGTGTCTTCTGCAGGATCTCTGAAGAACTCCCAGCTGGGTCGAGAGATTGATAATCATGATGCGGTCCTGAGGTTTAATGGGGCACCTAC
180kK C A V V S S A G S L K NS QL GRTEIDNUHDAVTLT RTFNGATPT
Ecod7IIl (1274)
Afel (1274) BsrGI (1295)
1201 AGACAACTTCCAACAGGATGTGGGCACAAAAACTACCATCCGCCTAGTGAACTCTCAGTTAGTCACCACAGAAAAGCGCTTCCTGAAGGACAGTTTGTAC
213 D N F Q Q DV 6T KTTI1RLVNSI QLVTTET KT RTFEFTLTIKTDTSTLY
SandI (1322) BstBI (1384)
1301 ACCGAAGGAATCCTGATTCTGTGGGACCCATCTGTGTATCATGCAGACATTCCGCAGTGGTATCAGAAGCCAGACTACAACTTCTTCGAAACCTATAAGA
247* T E G I L I L WDUP SV YUHADIUPOQWYOQKTZPDTYNTFTFTETYK
XemI (1453)
Neol (1453) Bglll (1491)
1401 GTTACCGAAGGCTTCACCCCAGCCAGCCTTTTTACATCCTCAAGCCCCAGATGCCATGGGAACTATGGGACATCATTCAGGAAATCTCTCCAGATCTGAT
280PS Y R R L HP S QFPTF Y I LKPQMPWETLWMWTDTITIQETISU©PDIL
SphI (1523)
1501 TCAGCCGAATCCCCCATCCTCCGGCATGCTGGGTATCATCATTATGATGACGCTGTGTGACCAAGTTGATATTTACGAGTTCCTCCCATCCAAGCGCAAG
313 Q P NP P S SGMULGI I I M MTLCDA QVDTIYETFTLZPSKTR RK
BsrBI (1663)
1601 ACAGATGTGTGCTACTATCACCAGAAGTTCTTTGACAGCGCCTGCACGATGGGTGCCTACCATCCGCTCCTCTTCGAGAAGAATATGGTGAAGCATCTCA
347 T D VC Y Y HQ K F FDSACTMGATYHTPTLILTFTETKNMVIKHL
BspEI (1754)
1701 ATGAGGGAACAGATGAAGACATTTATTTGTTTGGGAAAGCTACCCTGTCTGGCTTCCGGAACAATCGCTGTTGAGCCAGGCATCCTCATCCTTCTCCATA
380N E G T D E D I Y L F G K A T L S G F R NNUI RC e
Mscl (1814)
Nhel (1808)
1801 AGTCATTTGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTG

Hpal (1946) Mfel (1957)
1901 TGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGG

EcoRI (2042)
2001 GAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAAT
- -

2101 CCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAG

Sspl  (2281) Swal (2295)
2201 TGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTA

2301 AATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGA

2401 ACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTG
414 ¢« N R T Y K L P I L E E I T T K




Sacl (2556) BstXI (2585)
2501 ACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATC
124dv L K G NM E I L VF CDPAYDJ S 1l L ERT CMSGT C®PSVVZRI SR
2601 TGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACA
914 D V E D S Y P H R VA V I T DF DI K QGNSVASGI A1 A EASTC
Stul (2720)
2701 GACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCA
584 V. T VR G I Y A E I H V A S | I E G T K TR I A A GV HUHK N D E
BspHI (2870)
Xmnl (2862)
2801 TAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTAT

244y L M T | K E T AV EVLELUDI QST I NFTIKM-=-
Asel  (2928) Sacl (2985)
2901 TATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATA
-

Spel (3083)
3000 TAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAA
-

3099 CTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAA

SnaBI (3211)
3199 TAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTC

Ndel (3316)
3299 AATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATT

Pstl (3495)
Sdal (3494)

3399 GGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCT

Pacl (3502)  BspLU11I (3512)
3498 GCAGGTT AA TTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCT
-

3596 GACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCT

3696 CTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTC

ApaLI (3826)
3796 GGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCG

3896 GTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTA

3996 ACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAAC

4096 CACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGAC

Eagl (4262)
Pacl (4242) Swal (4251) NotI (4261)
4196 GCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACA

4296 TCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCA
4396 AGTGCAGGTGCCAGAACATTTCTCTATCGAA
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