Sefl (6) pyyr (7)
Mifel (82)
EcoNI (96)
Pspl4061 (203)
NotI (4041) Pvull (239)
Swal (4031) HindIll (245)

EcoNI (287)
Pacl (4022) /BsuSGI (291)

Nael (441)
NgoMIV (441)
Agel (552)

BstEII (555)
Bsp120I (597)
HindIII (608)
RsrIl (680)
Tth1111 (682)

ApaLI (3606
paLl (3606) hEF1-HTLV prom

pMBI ori Xmnl (702)
Xmal (722)
mSOX2 + CPP (hinge::11R) BsHIT (858)
BspLU11l (3292) Sacll (901)
Pacl (3282)

Pstl (3275) BspHI (923)

Sdal (3274) BsrBI (987)

Nael (1006)

pUNO1-mSOX2-11R NaoMIV (1006

(4206 bp)

Pvull (1096)

NdeI (3096) Xmal (1116)

hCMV enh

SnaBI (2991) Pstl (1180)
Xcml (1283)
Ncol (1283)
Xeml (1316)
BstEII (1329)
EcoO1091 (1370)
BsrBI (1464)
BspEI (1522)
Tth1 111 (1547)

Spel (2863)

Sacl (2765)
Asel (2708)

BspHI (2650)
BbsI (2646) Sacll (1575)
Xmnl (2642) BamHI (1579)
Stul (2500) MslehEI(IS(;:)SS)
Hpal (1726)
Mfel (1737)
EcoRI (1822)

(h) Bglobin p(A)

BstXI (2365)
Sacl (2336)

100 EcoO109I (2136)
Swal (2075)
SspI  (2061)

A
2 InvivoGen



Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36I (291)
Psp14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)

Nael (441)
401

BstEII (555)
Agel (552) Bsp1201

501 CTGAGATCACCGGTCACCATGTATAACATGATGGAGACGGAGCTGAAGCCGCCGGG

- 1M Y NM M E T E L K P P G

Tth1111 (682)
HindIII (608) RsrII (680)

601 CCCGCAGCAAGCTTCGGGGGGCGGCGGCGGAGGAGGCAACGCCACGGCGGCGGCGACCGGCGGCAACCAGAAGAACAGCCCGGACCGCGTCAAGAGGCCC
13 P Q QA S G G GG GGG NATAAATTG GG GNG QKNSTZPUDTR RV KT RP

Xmnl (702) Xmal (722)
701 ATGAACGCCTTCATGGTATGGTCCCGGGGGCAGCGGCGTAAGATGGCCCAGGAGAACCCCAAGATGCACAACTCGGAGATCAGCAAGCGCCTGGGCGCGG
47" M N A F M VWS RGO QU RU RIKMAG QENTPTIKMMHNISTETISKTZ RTLTGA

BssHII (858)

801 AGTGGAAACTTTTGTCCGAGACCGAGAAGCGGCCGTTCATCGACGAGGCCAAGCGGCTGCGCGCTCTGCACATGAAGGAGCACCCGGATTATAAATACCG
80E W K L L S E T E KR P F I DEAI KU RILU RALUHMIEKTEHZPUDTY K YR
Sacll (901) BspHI (923) BsrBI (987)

901 GCCGCGGCGGAAAACCAAGACGCTCATGAAGAAGGATAAGTACACGCTTCCCGGAGGCTTGCTGGCCCCCGGCGGGAACAGCATGGCGAGCGGGGTTGGG
113 P R R K T K T L M K K DK Y TLUPOGGLULAPG GG GNZSMASGVG

NgoMIV (1006)
Nael (1006) Pvull (1096)
1001 GTGGGCGCCGGCCTGGGTGCGGGCGTGAACCAGCGCATGGACAGCTACGCGCACATGAACGGCTGGAGCAACGGCAGCTACAGCATGATGCAGGAGCAGC
147 V. G A G L GA GV NQURMD SYAHMNGWSNGS SY SMMAQEQ
Xmal (1116) PstI (1180)
1101 TGGGCTACCCGCAGCACCCGGGCCTCAACGCTCACGGCGCGGCACAGATGCAACCGATGCACCGCTACGACGTCAGCGCCCTGCAGTACAACTCCATGAC
180kL G Y P Q HP G L NAUHGAAQMAOQPMHRYDVSALQYNSMMT
Ncol (1283)
Xeml (1283)
1201 CAGCTCGCAGACCTACATGAACGGCTCGCCCACCTACAGCATGTCCTACTCGCAGCAGGGCACCCCCGGTATGGCGCTGGGCTCCATGGGCTCTGTGGTC
213 S S Q T YM NG S P TY SMSY SQQGT®PGMALTGS SMGS VYV

Xeml (1316) BstEII (1329) Eco01091 (1370)
1301 AAGTCCGAGGCCAGCTCCAGCCCCCCCGTGGTTACCTCTTCCTCCCACTCCAGGGCGCCCTGCCAGGCCGGGGACCTCCGGGACATGATCAGCATGTACC
247 K S E A S S S PP VVTSSSHSI RAPT CIOQQAGDTLT RTIDMI SMY

BsrBI (1464)
1401 TCCCCGGCGCCGAGGTGCCGGAGCCCGCTGCGCCCAGTAGACTGCACATGGCCCAGCACTACCAGAGCGGCCCGGTGCCCGGCACGGCCATTAACGGCAC

280kL P G A E VP EPAAPSI RLHMAQHYQSGPVPGTAI NGT
BamHI (1579) Mscl (1594)
BspEI (1522) Tth1111 (1547) Sacll (1575) Nhel (1588)

1501 ACTGCCCCTGTCGCACATGGAGTCCGGAGGGGGTGGCTCTCCTGGCAGACGTCGTCGCCGCAGACGCAGGCGCCGCCGCGGATCCTGAGCTAGCTGGCCA
3138 L P L S HMESGG G GG GS?PGRI RI RRI RRIR RR RIR RRIR RGS o —
1601 GACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTG

Hpal (1726) Mfel (1737)
1701 TAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTA

EcoRI (1822)
1801 AAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATA
> -

1901 AGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGA

Sspl  (2061) Swal (2075)
2001 ACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAA

Eco01091 (2136)
2101 ATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGA

2201 AATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTC
414 ¢ N R T Y K L P I L E E I T T K V L K G NM E

Sacl (2336) BstXI (2365)
2301 AATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAG
1184 | L V F ¢C D P AY DS I L ERTCMSGT C®PSVVRI SRDVETDSY




2401 GGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGT
844P H R V A V I T D F D K Q GN S VA SGI A I AEACVTVRGI Y
Stul (2500)

2501 AGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTC
514 A E I HV A S I | E GTKTR R I A A GV HHIEKNDTETYTLMT I K E

BspHI (2650)

BbsI (2646)

Xmnl (2642)

2601 AGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTA

184 T AV E V L E L DQQS I NFTIKM=-
Asel (2708) Sacl (2765)
2701 TGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGC T TATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACG
-

Spel (2863)
2800 CCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGG
-

SnaBI (2991)
2899 GTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAG

Ndel (3096)
2999 ATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCA

3099 TATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATA

Pstl (3275)

Sdal (3274)Pacl (3282) BspLU111
3199 CGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AA TTAAGAACAT
- —

3297 GTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGA

3397 CGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGC

3497 TTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAA

ApaLI (3606)
3597 GCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCA

3697 CTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAA

3797 CAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTT

3897 TTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCA

Pacl (4022) Swal (4031)  NotI (4041)
3997 CGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTG

4097 TGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTT
4197 CTCTATCGAA
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