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hEF1-HTLV prom

pMBI ori

BspLU11I (3380)
Pacl (3370)

Pstl (3363) S
Sdal (3362)

Ndel (3184) (4294 bp)

hCMYV enh
SnaBI (3079)

Ecol051 (3079)

Spel (2951) hCMV prom

Sacl (2853)
Vspl (2796)
Asel (2796)
BspHI (2738)
Xmnl (2730)

BsrS2

Stul (2588)
Ecol471 (2588)

BstXI (2453)
Sacl (2424)
EcoO1091 (2224)
Swal (2163)
Sspl (2149)

100

mSOX2 + CPP (hinge::11R) + HA

pUNO1-mSOX2-11R-HA

(h) Bglobin p(A)

Mfel (82)
EcoNI (96)
Psp14061
Pvull (239)
HindIII (245)

EcoNI (287)
/Bsu361 (291)

Nael (441)
NgoMI (441)
Agel (552)

BstEII (555)
Bsp120I (597)
HindIII (608)
RsrIl (680)
Tth1111 (682)
Xmnl (702)
Xmal (722)

(203)

BssHII (858)
Sacll (901)
BspHI (923)

BsrBI (987)
Nael (1006)
NgoMI (1006)
Pvull (1096)
Xmal (1116)

Pstl (1180)

Xcml (1283)
Ncol (1283)
Xcml (1316)
BstEIl (1329)
EcoO109I (1370)

BsrBI (1464)

BspEI (1522)
Tth1111 (1547)

BamHI (}579)
Ndel (1619)

Nhel (1676)
Mscl (1682)
Hpal (1814)

Mfel (1825)

EcoRI (1910)

SV40 p(A)
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Pvul (7)
Sgfl (6) Mfel (82) EcoNI (96)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

HindIII (245) Bsu36l (291)
Pspl14061 (203) Pvull (239) EcoNI (287)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMI (441)

Nael (441)
401

BStEII (555)
Agel (552) Bsp1201

501 CTGAGATCACCGGTCACCATGTATAACATGATGGAGACGGAGCTGAAGCCGCCGGG

- 1M Y NM M E T E L K P P G

Tth1111 (682)
HindIII (608) Rsrll (680)

601 CCCGCAGCAAGCTTCGGGGGGCGGCGGCGGAGGAGGCAACGCCACGGCGGCGGCGACCGGCGGCAACCAGAAGAACAGCCCGGACCGCGTCAAGAGGCCC
13 P Q QASGGGGGGGNATAAATG GG GNI QKNSU®PDR RV KR RP

Xmnl (702) Xmal (722)
701 ATGAACGCCTTCATGGTATGGTCCCGGGGGCAGCGGCGTAAGATGGCCCAGGAGAACCCCAAGATGCACAACTCGGAGATCAGCAAGCGCCTGGGCGCGG
47 M N A F M VWS R G QPRI RIKMAI QENZPIKMHNISEI S KU RL GA

BssHII (858)

801 AGTGGAAACTTTTGTCCGAGACCGAGAAGCGGCCGTTCATCGACGAGGCCAAGCGGCTGCGCGCTCTGCACATGAAGGAGCACCCGGATTATAAATACCG
80FE W K L L S E T E KR P F I DEAIKZ RILI RALUHMIEKTEHZ®PUDY K YR
SaclI (901) BspHI (923) BsrBI (987)

901 GCCGCGGCGGAAAACCAAGACGCTCATGAAGAAGGATAAGTACACGCTTCCCGGAGGCTTGCTGGCCCCCGGCGGGAACAGCATGGCGAGCGGGGTTGGG
113 P R R K T K T L M K K D K'Y TLUPGGLULAPSGGNSMASGVG

NgoMI (1006)
Nael (1006) Pvull (1096)
1001 GTGGGCGCCGGCCTGGGTGCGGGCGTGAACCAGCGCATGGACAGCTACGCGCACATGAACGGCTGGAGCAACGGCAGCTACAGCATGATGCAGGAGCAGC
147 V. G A G L G A GV NQURMDSYAWHMNGWSNGS SY SMMAOQENQ
Xmal (1116) Pstl (1180)
1101 TGGGCTACCCGCAGCACCCGGGCCTCAACGCTCACGGCGCGGCACAGATGCAACCGATGCACCGCTACGACGTCAGCGCCCTGCAGTACAACTCCATGAC
180kL G Y P Q HP GL NAHGAAQMAQPMHRYDV S AL QYNS SWMT
Ncol (1283)
Xeml (1283)
1201 CAGCTCGCAGACCTACATGAACGGCTCGCCCACCTACAGCATGTCCTACTCGCAGCAGGGCACCCCCGGTATGGCGCTGGGCTCCATGGGCTCTGTGGTC
213 S S Q T YM NG S P TY SMSY SQQGT®PGMALTGS SMGS VYV

Xeml (1316) BStEII (1329) Eco01091 (1370)
1301 AAGTCCGAGGCCAGCTCCAGCCCCCCCGTGGTTACCTCTTCCTCCCACTCCAGGGCGCCCTGCCAGGCCGGGGACCTCCGGGACATGATCAGCATGTACC
247k K S E A S S S PPVVTSSSHS SR RAPT COQQAGDILU RIDMMI S MY

BsrBI (1464)
1401 TCCCCGGCGCCGAGGTGCCGGAGCCCGCTGCGCCCAGTAGACTGCACATGGCCCAGCACTACCAGAGCGGCCCGGTGCCCGGCACGGCCATTAACGGCAC

280kL P G A E VPEPAAPSRLUHMAQHY QS GPVZPGTAI NGT
BamHI (1579)
BspEI (1522) Tth111T (1547) SaclI (1575)

1501 ACTGCCCCTGTCGCACATGGAGTCCGGAGGGGGTGGCTCTCCTGGCAGACGTCGTCGCCGCAGACGCAGGCGCCGCCGCGGATCCTATCCCTATGATGTG
313 L P L S HM E S GGG G SPGRU RI RR RRRR RRRR RRGSYU PYDV
Mscl  (1682)
Ndel (1619) Nhel (1676)
1601 CCAGACTATGCTGGCTATCCATATGATGTTCCTGATTATGCTGGATACCCTTATGATGTGCCAGACTATGCCTAAAGCTAGCTGGCCAGACATGATAAGA
347" P D Y AGY P YDV PDYAGYU PYDVZPDYA e
1701 TACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAA

Hpal (1814) Mrfel (1825)
1801 GCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAA

EcoRI (1910)
1901 ATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCAT
B —— -

2001 CAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCA

SspI  (2149) Swal (2163)
2101 TTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTT

EcoO1091 (2224)
2201 TATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCA

2301 AGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAA
#4194 ¢ N R T Y K L P I L E E I T T K VL K G NWME I L V F




Sacl (2424) BstXI (2453)
2401 GCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACA
1144 ¢ D P A Y D S I L ERCMGTCPSVVZR I SRDVETDSTYUPHTZ RV
Stul (2588)
Ecold7I (2588)
2501 GCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGT
804A V I T D F D K Q GN S VASGI A1l AEACVTVRZ RGI YATE I H
2601 GGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTC
474 V. A S | | E G T K TR I A A GV HHIKNDTETVYTLMTI I KETAVE
BspHI (2738) Vspl (2796)
Xmnl (2730) Asel (2796)
2701 CACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGATGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTA
144 V L E L D Q Q S I NF T K M-

Sacl (2853)
2801 ATTGTCAAAACAGCGTGGATGGCGTCTCCAGC TTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATT
-t

Spel (2951)
2901 TGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGA
-

SnaBI (3079)
Ecol05I (3079)
3000 AATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCAT CATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAG

Ndel (3184)
3100 TAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTG

3200 ATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGAC

Pstl (3363)

Sdal (3362)Pacl (3370)  BspLUI1I (3380)
3300 GTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTT AATTAAGAACATGTGAGCAAAAGGC
-

3398 CAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGA

3498 GGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCT

ApaLl (3694)
3598 GTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTG

3698 CACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCA

3798 CTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTAT

3898 CTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAG

3998 CAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTT

Pacl (4110) Swal (4119) NotI (4129)
4098 TGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTA

4198 ACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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