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GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGGGGCTCGCATCTCTCCTTCACGCGCCCGCCGCCCTACCTGAGGCC

GCCATCCACGCCGGTTGAGTCGCGTTCTGCCGCCTCCCGCCTGTGGTGCCTCCTGAACTGCGTCCGCCGTCTAGGTAAGTTTAAAGCTCAGGTCGAGACC

GGGCCTTTGTCCGGCGCTCCCTTGGAGCCTACCTAGACTCAGCCGGCTCTCCACGCTTTGCCTGACCCTGCTTGCTCAACTCTACGTCTTTGTTTCGTTT

TCTGTTCTGCGCCGTTACAGATCCAAGCTGTGACCGGCGCCTACCTGAGATCACCGGTCAGCATGCCCCACCACAGAGCATCATCCGGCCAGGACCACCT

CAGAGCCGGCTGGGAGCAGAGACTGGAGAGGTCCTTACCGGCACCCAGAGTGGGACTCCTTTGGATGGGGCTGGGCTTGGCGCTGGTTCTGGCTCTGTTT

GACTCCACGGTTCTTTGGGTTCCTGCCAGAGCTTATCCTCTTCCTTCTGAAGGCCATTCTGTCAAATTCAGTGCCATAGCGCCGCCGCTCCAGAGTGCCT

TTGGGTGGCAGAACCTCACTTGCCCCGCCTGCAAAGTCTTATTCACTGCTCTCAACCATGGGCTGAAGAAGGAGCCCAATGTGGCACGGGTAGGCTCTGT

GGCCATCAAGATATGCAAGATGCTGAACATAGCACCACTAGATGTGTGCCAGTCAGCCGTCCATCTCTTTGAGGACGATGTGGTGGAGGTGTGGACACGT

TCAGTTCTGAGCCCATCAGAGGCTTGTGGCTTGCTTCTGGGCTCCTCTTGTGGACACTGGGACATCTTTTCGACTTGGAACATCTCTTTGCCATCAGTGC

CGAAGCCACCCCCAAAGCCACCGAGCCCACCAGCCCCCGGTGCCCCTGTCAGCCGTGTCCTCTTCCTTACTGATCTACACTGGGACCATGAGTACCTGGA

GGGCACAGACCCTTACTGTGCAGATCCACTTTGCTGCCGCCGGGGGTCCGGATGGCCACCCAACTCCCAGAAGGGGGCTGGGTTCTGGGGCGAGTACAGC

AAGTGTGACCTGCCCTTGCGAACGCTAGAAAGCCTGTTGAAAGGACTGGGCCCTGCCGGCCCTTTTGAAATGGTGTACTGGACGGGAGATATCCCTGCCC

ATGATGTCTGGCAACAGTCTCGCCAAGATCAGCTGAGGGCCCTGACCACCATCACAGACCTCGTGAGGAAGTTCTTGGGCCCAGTGCCAGTGTACCCTGC

TGTGGGCAACCATGAGAGCACTCCTGTCAATGGCTTCCCTCCTCCCTTCATAAAGGGAAACCAATCTTCACAATGGCTCTATGAAGCCATGGCCAAGGCA

TGGGAACCCTGGTTACCAGCTGATGCCCTTCACACCCTAAGAATTGGGGGCTTCTATGCCCTCACCCCACGCCCTGGCCTCCGCCTCATCTCTCTCAATA

TGAATTTTTGTTCCCGTGAGAACTTTTGGCTCTTGATCAACTCCACAGATCCTGCTGGACAACTCCAGTGGCTGGTGGAGGAGCTTCAGGCTGCTGAGAA

TCGAGGAGACAAAGTGCATATAATTGGCCACATCCCTCCAGGACATTGTCTTAAGAGCTGGAGCTGGAATTATTACAAAATCATAGCCAGGTATGAAAAC

ACTCTGGCCGGTCAGTTCTTTGGCCACACTCACGTGGATGAGTTTGAGATCTTCTATGATGAGGAAACTCTGAGCCGACCACTAGCTGTAGCCTTCCTGG

CGCCCAGTGCTACAACCTTTATCAACCTTAACCCTGGCTACCGAGTTTACCAAATAGATGGAAACTACCCCGGAAGCTCTCATGTGGTCCTGGACCACGA

GACCTACATCTTGAATCTGACCCAGGCCAACGCAGCAGGAGGCACACCAAGCTGGAAGCGCCTCTACAGGGCTCGAGAAACCTATGGACTTCCAGATGCG

ATGCCTGCCTCCTGGCACAACCTGGTCTACCGCATGAGGGATGATGAGCAACTCTTCCAGACCTTCTGGTTTCTCTACCATAAGGGCCACCCACCTTCAG

AGCCCTGCGGCACACCCTGCCGCCTGGCCACTCTGTGTGCCCAGCTCTCAGCCCGAGCAGACAGCCCTGCTTTGTGTCGCCACTTGATGCCCAATGGGAG

CCTCCCAGATGCTAATAGGTTGTGGTCACGCCCCCTGTTGTGCTAGTATTCCATGTTCCAGACTGCTAGCTGGCCAGACATGATAAGATACATTGATGAG

TTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAAC

AAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGA

ATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTG

CCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTT

TTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAA

TCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCT

TCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGC
 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V   L   K   G   N   M   E   I   L   V   F   C   D   P   A  

 Y   D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S   R   D   V   E   D   S   Y   P   H   R   V   A   V   I   T   

D   F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V   T   V   R   G   I   Y   A   E   I   H   V   A   S   I

  I   E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D   E   Y   L   M   T   I   K   E   T   A   V   E   V   L   E   L  

 D   Q   Q   S   I   N   F   T   K   M  

 M   P   H   H   R   A   S   S   G   Q   D   H   L

  R   A   G   W   E   Q   R   L   E   R   S   L   P   A   P   R   V   G   L   L   W   M   G   L   G   L   A   L   V   L   A   L   F  

 D   S   T   V   L   W   V   P   A   R   A   Y   P   L   P   S   E   G   H   S   V   K   F   S   A   I   A   P   P   L   Q   S   A   

F   G   W   Q   N   L   T   C   P   A   C   K   V   L   F   T   A   L   N   H   G   L   K   K   E   P   N   V   A   R   V   G   S   V

  A   I   K   I   C   K   M   L   N   I   A   P   L   D   V   C   Q   S   A   V   H   L   F   E   D   D   V   V   E   V   W   T   R  

 S   V   L   S   P   S   E   A   C   G   L   L   L   G   S   S   C   G   H   W   D   I   F   S   T   W   N   I   S   L   P   S   V   

P   K   P   P   P   K   P   P   S   P   P   A   P   G   A   P   V   S   R   V   L   F   L   T   D   L   H   W   D   H   E   Y   L   E

  G   T   D   P   Y   C   A   D   P   L   C   C   R   R   G   S   G   W   P   P   N   S   Q   K   G   A   G   F   W   G   E   Y   S  

 K   C   D   L   P   L   R   T   L   E   S   L   L   K   G   L   G   P   A   G   P   F   E   M   V   Y   W   T   G   D   I   P   A   

H   D   V   W   Q   Q   S   R   Q   D   Q   L   R   A   L   T   T   I   T   D   L   V   R   K   F   L   G   P   V   P   V   Y   P   A

  V   G   N   H   E   S   T   P   V   N   G   F   P   P   P   F   I   K   G   N   Q   S   S   Q   W   L   Y   E   A   M   A   K   A  

 W   E   P   W   L   P   A   D   A   L   H   T   L   R   I   G   G   F   Y   A   L   T   P   R   P   G   L   R   L   I   S   L   N   

M   N   F   C   S   R   E   N   F   W   L   L   I   N   S   T   D   P   A   G   Q   L   Q   W   L   V   E   E   L   Q   A   A   E   N

  R   G   D   K   V   H   I   I   G   H   I   P   P   G   H   C   L   K   S   W   S   W   N   Y   Y   K   I   I   A   R   Y   E   N  

 T   L   A   G   Q   F   F   G   H   T   H   V   D   E   F   E   I   F   Y   D   E   E   T   L   S   R   P   L   A   V   A   F   L   

A   P   S   A   T   T   F   I   N   L   N   P   G   Y   R   V   Y   Q   I   D   G   N   Y   P   G   S   S   H   V   V   L   D   H   E

  T   Y   I   L   N   L   T   Q   A   N   A   A   G   G   T   P   S   W   K   R   L   Y   R   A   R   E   T   Y   G   L   P   D   A  

 M   P   A   S   W   H   N   L   V   Y   R   M   R   D   D   E   Q   L   F   Q   T   F   W   F   L   Y   H   K   G   H   P   P   S   

E   P   C   G   T   P   C   R   L   A   T   L   C   A   Q   L   S   A   R   A   D   S   P   A   L   C   R   H   L   M   P   N   G   S

  L   P   D   A   N   R   L   W   S   R   P   L   L   C   •  

AgeI (552)
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NheI (2464)
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ATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTG

TCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGA

TGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAG

ATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACA

GCGTGGATGGCGTCTCCAGCTTATCTGACGGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGG

GCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGT

CAAACCGCTATCCACGCCCATTGATGTACTGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCA

TAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAG

TGGGCAGTTTACCGTAAATACTCCACCCATTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGG

GGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGG

AACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGA

CAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCC

TTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTT

CAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTA

GCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAA

GCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGC

AGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTT

AATTAACATTTAAATCAGCGGCCGCAATAAAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCAT
CAAAACAAAACGAAACAAAACAAACTAGCAAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA

 •   N   R   T   Y   K   L   P   I   L   E   E   I   T   T   K   V   L   K   G   N   M   E   I   L   V   F   C   D   P   A  

 Y   D   S   I   L   E   R   C   M   G   C   P   S   V   V   R   I   S   R   D   V   E   D   S   Y   P   H   R   V   A   V   I   T   

D   F   D   K   Q   G   N   S   V   A   S   G   I   A   I   A   E   A   C   V   T   V   R   G   I   Y   A   E   I   H   V   A   S   I

  I   E   G   T   K   T   R   I   A   A   G   V   H   H   K   N   D   E   Y   L   M   T   I   K   E   T   A   V   E   V   L   E   L  

 D   Q   Q   S   I   N   F   T   K   M  
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