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Pvul (7)
Sefl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Psp14061 (203) HindIII (245) Bsu36I (291)

201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG
301

NgoMIV (441)
401

BstEII (555)
Agel (552) Ncol (560)

501 CTGAGATCACCGGTCACCATGGTGCCCACTGGCCAGGTGGCAGAAAAGCAGGCATA

- iI*M V P T G QV A E K QA Y

SaplI (601) HindIII (696)

601 CGAAGAGCCCAGGCAGGACCACGAACTGAAATCCTGGCGATGCCTGGTGTTCTATCTCTGCTTCTTCGGCTTCATGGCCCAGTTGCGTCCTGGGGAAAGC
3 E E P RQDUHETLIK SWH RCLVFYLCTFTFGT FMAR QLT RTEPGTES
701 TTCATCACACCCTTCCTCCTGGAACGTAAATTCACCAAGGAGCAGGTGACTAACGAGATCATTCCGATGCTGCCCTACTCCCACCTGGCTGTGCTGGTCC
47¥ F I T P F L L ERKFTKTEQVTNTETITPMTLTPYSHTLAVLYV
Pstl (847)
801 CGGTCTTCCTGCTCACCGACTACCTGCGATACAAGCCAGTCTTGGTCCTGCAGTGCCTGAGCTTCGTGTGCGTGTGGCTGTTGCTGCTGCTGGGCACATC
8*P V F L L T DY LR YK PV LV LQCULSTFVCVWTLTLTLTLTLGSGTS
Ncol (941)
901 TGTCGTGCACATGCAACTCATGGAAGTCTTCTACAGCGTCACCATGGCGGCCCGCATCGCCTACTCCTCCTACATATTCTCCCTGGTGCACCCCTCCCGC
113 V. V H M Q L M EV F Y SV TMAAR R I AY SSY I FSLVUHTPSTR R
Scal (1032) BstEII (1077)
1001 TACCAGCGCATGGCCAGCTACTCACGGGCGGCAGTACTGCTGGGAGTCTTCATCAGCTCTGTGTTGGGCCAGGCGCTGGTCACCGTAGGACATATAAGCA
147 Y Q R M A S Y S RAAV L LGV T F 1SSV LGQATLVYVTVGH I S
1101 CCTATACACTCAACTGTGTCTCCCTGGGCTTCATCCTCTTCAGCCTGGTCCTCTCCCTCTTTCTAAAGCGCCCTAAGCGGAGCCTCTTTTTCAACCGCAG
180*T Y T L N CV S LG F I L F S LV LSLTFTLSEKT RZPIKT RSTLTFTFENTR RS
S (1250)
Xmal (1245)
1201 TACGCTTGCGCGTGGAGCCTTGCCCTGTGAGCTGGATCAGATGCACCCGGGGCCTGACCGGCCAGAAACCAGGAAACTAGATCGCATGCTGGGCACTTGC
2138 T L A R G A L P C E LD QQMUHTPGT PDT RTPTETT RIKTLDT RMTLTGEGTSC
Fspl (1316)
1301 AGGGACTCCTTCCTGGTGCGCATGCTAAGTGAACTGGTGGAAAATGCTCGGCAACCACAGCTGCGTCTCTGGTGCCTCTGGTGGGTCTTCAACTCTTCAG
247 R D S F LV RM L S ELV ENAR R QPOQLT RLWTCTLWWVFNSS
1401 GCTACTACCTGATCACCTACTATGTGCATGTCCTGTGGAGAAGCACTGACAGCAGCCTCAGCTACAATGGCGCCGTAGATGCCGCCTCCACACTGCTGAG
280G Y Y L I T Y YV HV LWURSTDSSLSYNGAVDAATSTLL S
NgoMIV (1519) BsaBI (1575)
1501 CGCCATCACGTCCTTCTCCGCCGGCTTCCTGAGCATCCGCTGGACTCTGTGGTCCAAGCTGGTCATCGCAGGTGTGATCGCCATCCAGGCCAGCCTGGTT
338 A I T S F SAGTFLS 1T RWTILWSKTLVY I AGV I A 1QASTLYV
1601 TTCTGTATGTTCCAGATCCGGGACATCTGGGTGTGCTACGTGACCTTTGTGCTTTTCCGTGGGGCCTACCAGTTCCTTGTGCCCATTGCCACTTTTCAGA
347 F CM FQ I RD IWVCYVTT FVLTFRGAYQTFLVZPIATTFERAQ
1701 TTGCGTCTTCCCTGTCTAAAGAGCTCTGTGCATTGGTCTTTGGGATCAACACTTTCCTAGCTACTGCGCTTAAGACCTGTATCACACTTGTGGTCTCTGA
3301 A S S L SK ELCATLVYVTFG INTTFLATATLSKTT C I TLVV SD
1801 CAAGCGGGGTCTGGGTCTCCAAGTCCGTGATCAGTTCCGTATCTACTTCATATACTTCCTGATGCTGTCTATCACCTGCTTTGCCTGGGCGGGGCTGGAT
413 K R G L G LQV RDOQTFURIYTFITYTFLMTLS I1TTC CTFAWATGTLTD
1901 GGCTTAAGGTACTGCCAGCGTGGTCGCCACCAGCCCCTGGCCCAGGCCCAGGAGCTGAGGAGTCCCTTGGAGACTTCTGTGCAAGCGATAAGCCTACAGG
447 G L R Y C Q R G RHQPLAQAQTETLT RSTPLTETS SVQA I SLOQ
Bsu36I (2007)
2001 ATGGAGACCTAAGGGGACCGCAGCCCTCAGCGCCACAGCTGCTCTCAGAGGATGGCATGGAGGACGACAGGGGAGACTTAAGAGTCGAAGCCAAGGCTTG
480*D G D L R G P Q P S A PQ L L SEDGMTETDT DT RGDTLTR RVYVEATZ KA e
Nhel (2127)
Eco47III (2124)
2101 ACCTTCCTAGCTTCATCCCAGTTCAGCGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAAT
513k

Hpal (2265) Mfel (2276)
2201 GCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCA

EcoRI (2361)
2301 GGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAA
- -

2401 ATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTT




Sapl (2543)
2501 CATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAA

Sspl (2600) Swal (2614)
2601 AATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTT

2701 TAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGGGGGATGAG

1494 ¢« N R T Y K L P | L

2801 TTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGCCACAGGGG
1314 E E | T T KV LK GNMTE I LV FCDJFPATYDT S I LETRTCMGTC P

BstXI (2904)
2901 CTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGCAGACCCAA
974S V.V R | S R D V ED S Y PHU RV AV I TDFDJZKTZ QGNTSVASG I
Stul (3039)

3001 TGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCCGCCCCGAC

644 A | A EACV TV RG I YAE I HVASTIT I EGTTIKTTU RIAATG GV
Xmnl (3181)
3101 ATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCATGGTGGCC
3 HH KNDETYLMT I KETAVEVLETLDG QS I NFT K M--——
Asel (3247)
3201 CTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTITATCTGACGGTTCACT
-

3301 AAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTCCCGTTGAT

Spel (3402)
3401 TTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTACTGCCAAAA
— -

SnaBI (3530)
3501 CCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGGCGGGCCAT

Ndel (3635)
3601 TTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCATTGACGTC

3701 AATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCATTTACCGT

Pacl (3821)
PstI (3814)
Sdal (3813) BspLUI11I (3831)
3801 AAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATA
-

3901 GGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAG

4001 CTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGT

4101 AGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTC

4201 TTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTT

4301 GAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGA

4401 TCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTT

Eagl (4581)
Pacl (4561) Swal (4570) NotI (4580)
4501 CTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATCAGCGGCCGCAATAAAATATCT

4601 TTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGCAAAATAGG
4701 CTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA
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